UniprotKB Entry name  |organism [full name |oglcnacscore oglcnac phosphorylation 1,y ¢ sequence intracellular |extracellular |cytosol [nucleus mitochndrion endoplasmic golgi plasma ext

D sites  [sites reticulum  |apparatus membrane [reg

Q13510 IASAH1 HUMAN |Homo IAcid 20.372518 T295 NaN 38665916;34019948;28657654;405 [MPGRSCVALVLLAAAVSCAVAQHAP [True True 2.016 |5.0 0.281 False False False 5.0
sapiens |ceramidase 96516;37340703 PWTEDCRKSTYPPSGPTYRGAVPWY

TINLDLPPYKRWHELMLDKAPVLKVI
IVNSLKNMINTFVPSGKIMQVVDEKL
PGLLGNFPGPFEEEMKGIAAVTDIPL
GEIISFNIFYELFTICTSIVAEDKKGH
LIHGRNMDFGVFLGWNINNDTWVI
TEQLKPLTVNLDFQRNNKTVFKASS
FAGYVGMLTGFKPGLFSLTLNERFSI
NGGYLGILEWILGKKDVMWIGFLTR
TVLENSTSYEEAKNLLTKTKILAPAY
FILGGNQSGEGCVITRDRKESLDVYE
LDAKQGRWYVVQTNYDRWKHPFFL
DDRRTPAKMCLNRTSQENISFETMY
DVLSTKPVLNKLTVYTTLIDVTKGQF
ETYLRDCPDPCIGW




