UniprotKB Entry name organism [full name oglcnacscore o‘glcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion em:!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus [ membrane [region
Q13516 OLIG2_HUMAN |Homo Oligodendrocyte [22.903221 S174 NaN 38253038 MDSDASLVSSRPSSPEPDDLFLPAR [True False 2.008 [4.791 2.282 1.801 2.498 3.317 2.393
sapiens [transcription SKGSSGSAFTGGTVSSSTPSDCPPEL
factor 2 SAELRGAMGSAGAHPGDKLGGSGF

KSSSSSTSSSTSSAAASSTKKDKKQ
MTEPELQQLRLKINSRERKRMHDL
NIAMDGLREVMPYAHGPSVRKLSKI
ATLLLARNYILMLTNSLEEMKRLVS
EIYGGHHAGFHPSACGGLAHSAPLP
AATAHPAAAAHAAHHPAVHHPILPP
AAAAAAAAAAAAAVSSASLPGSGLPS
VGSIRPPHGLLKSPSAAAAAPLGGGG
GGSGASGGFQHWGGMPCPCSMCQ
VPPPHHHVSAMGAGSLPRLTSDAK




