UniprotKB Entry name |organism full name joglcnacscore o.glcnac phosphorylation sites PMIDS |sequence intracellular [extracellular cytosol [nucleus mitochndrion |- °F ic|golgi plasma extl:acellular
ID sites reticulum apparatus [ membrane region
Q13563 PKD2_HUMAN Homo Polycystin-|25.090618 S330;T364 |S76;S80;S801;S808;5812;5S829 (35289036 MVNSSRVQPQQPGDAKRPPAPRAP (True True 4.65 2.036 [1.772 4.505 4.373 5.0 5.0

sapiens 2 DPGRLMAGCAAVGASLAAPGGLCEQ

RGLEIEMQRIRQAAARDPPAGAAASP
SPPLSSCSRQAWSRDNPGFEAEEEE
EEVEGEEGGMVVEMDVEWRPGSRR
SAASSAVSSVGARSRGLGGYHGAGH
PSGRRRRREDQGPPCPSPVGGGDPL
HRHLPLEGQPPRVAWAERLVRGLR
GLWGTRLMEESSTNREKYLKSVLRE
LVTYLLFLIVLCILTYGMMSSNVYYY
TRMMSQLFLDTPVSKTEKTNFKTLS
SMEDFWKFTEGSLLDGLYWKMQPS
NQTEADNRSFIFYENLLLGVPRIRQL
RVRNGSCSIPQDLRDEIKECYDVYSV
SSEDRAPFGPRNGTAWIYTSEKDLN
GSSHWGIIATYSGAGYYLDLSRTREE
TAAQVASLKKNVWLDRGTRATFIDF
SVYNANINLFCVVRLLVEFPATGGVI
PSWQFQPLKLIRYVTTFDFFLAACEII
FCFFIFYYVVEEILEIRIHKLHYFRSF
WNCLDVVIVVLSVVAIGINIYRTSNV
EVLLQFLEDQNTFPNFEHLAYWQIQ
FNNIAAVTVFFVWIKLFKFINFNRTM
SQLSTTMSRCAKDLFGFAIMFFIIFL
AYAQLAYLVFGTQVDDFSTFQECIFT
QFRIILGDINFAEIEEANRVLGPIYFT
TFVFFMFFILLNMFLAIINDTYSEVK
SDLAQQKAEMELSDLIRKGYHKALV
KLKLKKNTVDDISESLRQGGGKLNF
DELRQDLKGKGHTDAEIEAIFTKYDQ
DGDQELTEHEHQQMRDDLEKERED
LDLDHSSLPRPMSSRSFPRSLDDSE
EDDDEDSGHSSRRRGSISSGVSYEE
FQVLVRRVDRMEHSIGSIVSKIDAVI
VKLEIMERAKLKRREVLGRLLDGVA
EDERLGRDSEIHREQMERLVREELE
RWESDDAASQISHGLGTPVGLNGQP
RPRSSRPSSSQSTEGMEGAGGNGSS
NVHV




