endoplasmic [golgi plasma lextracell

UniprotKB Entry name |organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion N .

ID name sites sites reticulum |apparatus membrane fregion

Q13616 CUL1_HUMAN [Homo Cullin-[18.555461 NaN NaN 37217939;38665916;40914422;350 |MSSTRSQNPHGLKQIGLDQIWDDLR |True True 4.731 |4.788 [2.168 2.153 1.805 5.0 1.974
sapiens |1 08409;34019948 AGIQQVYTRQSMAKSRYMELYTHVY

NYCTSVHQSNQARGAGVPPSKSKKG
QTPGGAQFVGLELYKRLKEFLKNYL
TNLLKDGEDLMDESVLKFYTQQWE
DYRFSSKVLNGICAYLNRHWVRREC
DEGRKGIYEIYSLALVTWRDCLFRPL
NKQVTNAVLKLIEKERNGETINTRLI
SGVVQSYVELGLNEDDAFAKGPTLT
VYKESFESQFLADTERFYTRESTEFL
QQNPVTEYMKKAEARLLEEQRRVQ
VYLHESTQDELARKCEQVLIEKHLEI
FHTEFQNLLDADKNEDLGRMYNLV
SRIQDGLGELKKLLETHIHNQGLAAI
EKCGEAALNDPKMYVQTVLDVHKK
'YNALVMSAFNNDAGFVAALDKACG
RFINNNAVTKMAQSSSKSPELLARY
CDSLLKKSSKNPEEAELEDTLNQVM
'VVFKYIEDKDVFQKFYAKMLAKRLV
HQNSASDDAEASMISKLKQACGFEY
TSKLQRMFQDIGVSKDLNEQFKKHL
TNSEPLDLDFSIQVLSSGSWPFQQS
CTFALPSELERSYQRFTAFYASRHSG
RKLTWLYQLSKGELVTNCFKNRYTL
QASTFQMAILLQYNTEDAYTVQQLT
DSTQIKMDILAQVLQILLKSKLLVLE
DENANVDEVELKPDTLIKLYLGYKN
KKLRVNINVPMKTEQKQEQETTHK
NIEEDRKLLIQAAIVRIMKMRKVLKH
QQLLGEVLTQLSSRFKPRVPVIKKCI
DILIEKEYLERVDGEKDTYSYLA




