UniprotKB Entry name organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q13670 PM2PB_HUMAN [Homo Putative 14.702989 NaN NaN 30379171;34019948 MEKLSAASGYSDVTDSKAMGPLAVG |[None None None [None None None None None None
sapiens  [postmeiotic CLTKCSHAFHLLCLLAMYCNGNKG

segregation PEHPNPGKPFTARGFPASATFQTTP

increased GPQASRGFQNPETLADIPASPQLLTD

2-like GHYMTLPVSPDQLPCDDPMAGSGG

protein 11 APVLRVGHDHGCHQQPRICNAPLPG

PGPYRTEPAKAIKPIDRKSVHQICSGP
'VVLSLSTAVKELVENSLDAGATNIDL
KLKDYGMDLIEVSGNGCGVEEENFE
GLMMSPFLPATSRRRLGLDWCLITM
GKSSRRPPTPTPEGPQSA




