UniprotKB

[full

endopl

D Entry name organism hame oglcnacscore joglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion reticulum
Q13769 THOC5_HUMAN [Homo THO 12.672544 S2;S74;T285;5287;5293 [S5;56;T225;S307;S312;S314;T328|37217939;30379171;40596516;409 [MSSESSKKRKPKVIRSDGAPAEGKR (True False 2.032 |5.0 0.933 0.562
sapiens complex 14422;34019948;38253038 NRSDTEQEGKYYSEEAEVDLRDPGR
subunit DYELYKYTCQELQRLMAEIQDLKSR

5

GGKDVAIEIEERRIQSCVHFMTLKKL
NRLAHIRLKKGRDQTHEAKQKVDAY
HLQLQNLLYEVMHLQKEITKCLEFK
SKHEEIDLVSLEEFYKEAPPDISKAE
'VTMGDPHQQTLARLDWELEQRKRL
AEKYRECLSNKEKILKEIEVKKEYLS
SLQPRLNSIMQASLPVQEYLFMPFD
QAHKQYETARHLPPPLYVLFVQATA
'YGQACDKTLSVAIEGSVDEAKALFKP
PEDSQDDESDSDAEEEQTTKRRRPT
LGVQLDDKRKEMLKRHPLSVMLDL
KCKDDSVLHLTFYYLMNLNIMTVKA
KVTTAMELITPISAGDLLSPDSVLSCL
'YPGDHGKKTPNPANQYQFDKVGILT
LSDYVLELGHPYLWVQKLGGLHFPK
EQPQQTVIADHSLSASHMETTMKLL
KTRVQSRLALHKQFASLEHGIVPVTS
DCQYLFPAKVVSRLVKWVTVAHEDY
MELHFTKDIVDAGLAGDTNLYYMAL
IERGTAKLQAAVVLNPGYSSIPPVFQ
LCLNWKGEKTNSNDDNIRAMEGEV
NVCYKELCGPWPSHQLLTNQLQRL
CVLLDVYLETESHDDSVEGPKEFPQ
EKMCLRLFRGPSRMKPFKYNHPQG
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