LATLQQLEPVTGQVSVLVMCHTREL
AFQISKEYERFSKYMPNVKVAVFFG
GLSIKKDEEVLKKNCPHIVVGTPGRI
LALARNKSLNLKHIKHFILDECDKM
LEQLDMRRDVQEIFRMTPHEKQVM
MFSATLSKEIRPVCRKFMQDPMEIF
VDDETKLTLHGLQQYYVKLKDNEKN
RKLFDLLDVLEFNQVVIFVKSVQRCI
ALAQLLVEQNFPAIAIHRGMPQEER
LSRYQQFKDFQRRILVATNLFGRGM
DIERVNIAFNYDMPEDSDTYLHRVA
RAGRFGTKGLAITFVSDENDAKILND

VQDRFEVNISELPDEIDISSYIEQTR

}Jl;l iprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma ex
sites sites reticulum |apparatus membrane re
Q13838 DX39B_HUMAN [Homo Spliceosome [25.714627 NaN S38;541;T172 23301498;33214551;32870666;164 |MAENDVDNELLDYEDDEVETAAGG |True False 2.869 (5.0 1.497 1.209 0.805 1.184 1.2
sapiens |RNA 08927;38665916;34725712;409144 |DGAEAPAKKDVKGSYVSIHSSGFRD
helicase 22;30444036;34019948 FLLKPELLRAIVDCGFEHPSEVQHEC
DDX39B IPQAILGMDVLCQAKSGMGKTAVFV




