UniprotKB Entry name |organism full oglcnacscore joglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma
ID name sites reticulum apparatus membrane
Q13887 KLF5_HUMAN Homo Krueppel-[23.35085 S153;T159;T163 [NaN 35289036;34019948;33214551;300 |MATRVLSMSARLGPVPQPPAPQDEP [True False 1.403 |4.757 |False False 4.338 1.403
sapiens like 59200;40596516;39534244 IVFAQLKPVLGAANPARDAALFPGEE
factor 5 LKHAHHRPQAQPAPAQAPQPAQPPA

TGPRLPPEDLVQTRCEMEKYLTPQL
PPVPIIPEHKKYRRDSASVVDQFFTD
TEGLPYSINMNVFLPDITHLRTGLYK
SQRPCVTHIKTEPVAIFSHQSETTAP
PPAPTQALPEFTSIFSSHQTAAPEVN
NIFIKQELPTPDLHLSVPTQQGHLYQ
LLNTPDLDMPSSTNQTAAMDTLNV
SMSAAMAGLNTHTSAVPQTAVKQF
QGMPPCTYTMPSQFLPQQATYFPPS
PPSSEPGSPDRQAEMLQNLTPPPSY
IAATIASKLAIHNPNLPTTLPVNSQNI
QPVRYNRRSNPDLEKRRIHYCDYPG
CTKVYTKSSHLKAHLRTHTGEKPYK
CTWEGCDWRFARSDELTRHYRKHT
GAKPFQCGVCNRSFSRSDHLALHM

KRHQN




