}Jl;l iprotKB Entry name |organism full name |oglcnacscore|oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc E
sites reticulum |ap
Q13952 NFYC_HUMAN Homo Nuclear 22.309006 S258;T260;T269;T339;T343;T346 [NaN 29351928;40307207;31492838;405 MSTEGGFGGTSSSDAQQSLQSFWP [True False 2.438 [5.0 2.245 1.639 1.
sapiens [transcription 96516;32574038;38665916;352890 |RVMEEIRNLTVKDFRVQELPLARIKK
factor Y 36;35254053;32119511;40914422;3 IMKLDEDVKMISAEAPVLFAKAAQIF
subunit 5132862;36580660;30059200;3401 [ITELTLRAWIHTEDNKRRTLQRNDIA
gamma 9948;35138101;39531497 MAITKFDQFDFLIDIVPRDELKPPKR

QEEVRQSVTPAEPVQYYFTLAQQPTA
VQVQGQQQGQQTTSSTTTIQPGQIIT
IAQPQQGQTTPVTMQVGEGQQVQIV
QAQPQGQAQQAQSGTGQTMQVMQ
QIITNTGEIQQIPVQLNAGQLQYIRLA
QPVSGTQVVQGQIQTLATNAQQGQR
NASQGKPRRCLKETLQITQTEVQQG
QQQFSQFTDGQRNSVQQARVSELT
GEAEPREVKATGNSTPCTSSLPTTHP
PSHRAGASCVCCSQPQQSSTSPPPS
DALQWVVVEVSGTPNQLETHRELH
IAPLPGMTSLSPLHPSQQLYQIQQVT
MPAGQDLAQPMFIQSANQPSDGQA
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