UniprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation |,y 11y sequence intracellular [extracellular [cytosol [nucleus |mitochndrion |, . | golgi [plasma extracellula

D name sites  [sites reticulum |apparatus /membrane region

Q14112 NID2_HUMAN Homo Nidogen-|12.57432 S370 NaN 34019948;38253038;38665916 MEGDRVAGRPVLSSLPVLLLLPLLM |False True 1.248 [1.748 1.337 1.438 0.991 4.662 4.622
sapiens 2 LRAAALHPDELFPHGESWGDQLLQ

EGDDESSAVVKLANPLHFYEARFSN
LYVGTNGIISTQDFPRETQYVDYDFP
TDFPAIAPFLADIDTSHGRGRVLYRE
DTSPAVLGLAARYVRAGFPRSARFTP
THAFLATWEQVGAYEEVKRGALPSG
ELNTFQAVLASDGSDSYALFLYPAN
GLQFLGTRPKESYNVQLQLPARVGF
CRGEADDLKSEGPYFSLTSTEQSVK
NLYQLSNLGIPGVWAFHIGSTSPLD
NVRPAAVGDLSAAHSSVPLGRSFSH
IATALESDYNEDNLDYYDVNEEEAEY
LPGEPEEALNGHSSIDVSFQSKVDT
KPLEESSTLDPHTKEGTSLGEVGGP
DLKGQVEPWDERETRSPAPPEVDRD
SLAPSWETPPPYPENGSIQPYPDGGP
VPSEMDVPPAHPEEEIVLRSYPASG
HTTPLSRGTYEVGLEDNIGSNTEVFT
YNAANKETCEHNHRQCSRHAFCTD
YATGFCCHCQSKFYGNGKHCLPEG
IAPHRVNGKVSGHLHVGHTPVHFTD
IVDLHAYIVGNDGRAYTAISHIPQPAA
QALLPLTPIGGLFGWLFALEKPGSEN
GFSLAGAAFTHDMEVTFYPGEETVR
ITQTAEGLDPENYLSIKTNIQGQVPY
VSANFTAHISPYKELYHYSDSTVTST
SSRDYSLTFGAINQTWSYRIHQNITY
QVCRHAPRHPSFPTTQQLNVDRVFA
LYNDEERVLRFAVTNQIGPVKEDSD
PTPGNPCYDGSHMCDTTARCHPGT
GVDYTCECASGYQGDGRNCVDENE
CATGFHRCGPNSVCINLPGSYRCEC
RSGYEFADDRHTCILITPPANPCEDG
SHTCAPAGQARCVHHGGSTFSCACL
PGYAGDGHQCTDVDECSENRCHPA
IATCYNTPGSFSCRCQPGYYGDGFQC
IPDSTSSLTPCEQQQRHAQAQYAYP
GARFHIPQCDEQGNFLPLQCHGSTG
FCWCVDPDGHEVPGTQTPPGSTPPH
CGPSPEPTQRPPTICERWRENLLEH
'YGGTPRDDQYVPQCDDLGHFIPLQC
HGKSDFCWCVDKDGREVQGTRSQP
GTTPACIPTVAPPMVRPTPRPDVTPP
SVGTFLLYTQGQQIGYLPLNGTRLQK
DAAKTLLSLHGSIIVGIDYDCRERMV
YWTDVAGRTISRAGLELGAEPETIVN
SGLISPEGLAIDHIRRTMYWTDSVLD
KIESALLDGSERKVLFYTDLVNPRAI
IAVDPIRGNLYWTDWNREAPKIETSS
LDGENRRILINTDIGLPNGLTFDPFS
KLLCWADAGTKKLECTLPDGTGRRV
IQNNLKYPFSIVSYADHFYHTDWRR
DGVVSVNKHSGQFTDEYLPEQRSHL
YGITAVYPYCPTGRK




