
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac

sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q14152 EIF3A_HUMAN Homo
sapiens

Eukaryotic
translation
initiation
factor	3
subunit	A

16.869789 S37;S1058 S492;S584;S881;S882;S895;S949;S
1028;S1188;S1198;S1262;S1336;S1
364

33214551;40596516;26853435;386
65916;34725712;32119511;409144
22;34019948;35138101;33465208

MPAYFQRPENALKRANEFLEVGKK
QPALDVLYDVMKSKKHRTWQKIHE
PIMLKYLELCVDLRKSHLAKEGLYQY
KNICQQVNIKSLEDVVRAYLKMAEE
KTEAAKEESQQMVLDIEDLDNIQTP
ESVLLSAVSGEDTQDRTDRLLLTPW
VKFLWESYRQCLDLLRNNSRVERLY
HDIAQQAFKFCLQYTRKAEFRKLCD
NLRMHLSQIQRHHNQSTAINLNNP
ESQSMHLETRLVQLDSAISMELWQ
EAFKAVEDIHGLFSLSKKPPKPQLM
ANYYNKVSTVFWKSGNALFHASTLH
RLYHLSREMRKNLTQDEMQRMSTR
VLLATLSIPITPERTDIARLLDMDGIIV
EKQRRLATLLGLQAPPTRIGLINDMV
RFNVLQYVVPEVKDLYNWLEVEFNP
LKLCERVTKVLNWVREQPEKEPELQ
QYVPQLQNNTILRLLQQVSQIYQSIE
FSRLTSLVPFVDAFQLERAIVDAARH
CDLQVRIDHTSRTLSFGSDLNYATR
EDAPIGPHLQSMPSEQIRNQLTAMS
SVLAKALEVIKPAHILQEKEEQHQLA
VTAYLKNSRKEHQRILARRQTIEERK
ERLESLNIQREKEELEQREAELQKV
RKAEEERLRQEAKEREKERILQEHE
QIKKKTVRERLEQIKKTELGAKAFKD
IDIEDLEELDPDFIMAKQVEQLEKEK
KELQERLKNQEKKIDYFERAKRLEEI
PLIKSAYEEQRIKDMDLWEQQEEERI
TTMQLEREKALEHKNRMSRMLEDR
DLFVMRLKAARQSVYEEKLKQFEER
LAEERHNRLEERKRQRKEERRITYY
REKEEEEQRRAEEQMLKEREERER
AERAKREEELREYQERVKKLEEVER
KKRQRELEIEERERRREEERRLGDS
SLSRKDSRWGDRDSEGTWRKGPEA
DSEWRRGPPEKEWRRGEGRDEDRS
HRRDEERPRRLGDDEDREPSLRPDD
DRVPRRGMDDDRGPRRGPEEDRFS
RRGADDDRPSWRNTDDDRPPRRIA
DEDRGNWRHADDDRPPRRGLDEDR
GSWRTADEDRGPRRGMDDDRGPRR
GGADDERSSWRNADDDRGPRRGLD
DDRGPRRGMDDDRGPRRGMDDDR
GPRRGMDDDRGPRRGLDDDRGPW
RNADDDRIPRRGAEDDRGPWRNMD
DDRLSRRADDDRFPRRGDDSRPGP
WRPLVKPGGWREKEKAREESWGPP
RESRPSEEREWDREKERDRDNQDR
EENDKDPERERDRERDVDREDRFR
RPRDEGGWRRGPAEESSSWRDSSR
RDDRDRDDRRRERDDRRDLRERRD
LRDDRDRRGPPLRSEREEVSSWRRA
DDRKDDRVEERDPPRRVPPPALSRD
RERDRDREREGEKEKASWRAEKDR
ESLRRTKNETDEDGWTTVRR

True False 4.611 4.799 1.222 1.069 0.74


