
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion

0

Q14161 GIT2_HUMAN Homo
sapiens

ARF
GTPase-
activating
protein
GIT2

28.934191 S551;T555;S556;S557;S559;S565;T
566;S568;S570

S394;S397;T401;S415;S418;S421;T
484;S559;S562;S570;T587;S614

29351928;39531497;37340703;286
57654;38665916;31492838;352540
53

MSKRLRSSEVCADCSGPDPSWASV
NRGTFLCDECCSVHRSLGRHISQVR
HLKHTPWPPTLLQMVETLYNNGAN
SIWEHSLLDPASIMSGRRKANPQDK
VHPNKAEFIRAKYQMLAFVHRLPCR
DDDSVTAKDLSKQLHSSVRTGNLET
CLRLLSLGAQANFFHPEKGNTPLHV
ASKAGQILQAELLAVYGADPGTQDSS
GKTPVDYARQGGHHELAERLVEIQY
ELTDRLAFYLCGRKPDHKNGQHFIIP
QMADSSLDLSELAKAAKKKLQSLSN
HLFEELAMDVYDEVDRRETDAVWL
ATQNHSALVTETTVVPFLPVNPEYSS
TRNQGRQKLARFNAHEFATLVIDILS
DAKRRQQGSSLSGSKDNVELILKTIN
NQHSVESQDNDQPDYDSVASDEDT
DLETTASKTNRQKSLDSDLSDGPVT
VQEFMEVKNALVASEAKIQQLMKV
NNNLSDELRIMQKKLQTLQSENSN
LRKQATTNVYQVQTGSEYTDTSNHS
SLKRRPSARGSRPMSMYETGSGQKP
YLPMGEASRPEESRMRLQPFPAHIG
RSALVTSSSSLPSFPSTLSWSRDESA
RRASRLEKQNSTPESDYDNTPNDM
EPDGMGSSRKGRQRSMVWPGDGLV
PDTAEPHVAPSPTLPSTEDVIRKTEQI
TKNIQELLRAAQENKHDSYIPCSERI
HVAVTEMAALFPKKPKSDMVRTSLR
LLTSSAYRLQSECKKTLPGDPGSPTD
VQLVTQQVIQCAYDIAKAAKQLVTIT
TKENNN

True False 3.196 5.0 1.109


