}Jl;l iprotKB Entry name |organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extn:ace
name sites sites reticulum |apparatus membrane region
Q14192 FHL2_HUMAN Homo Four 20.915398 NaN S238 20305658;33214551;34019948;232 |MTERFDCHHCNESLFGKKYILREES |None None None [None |None None None None None
sapiens |and a 71734;34725712;38665916 PYCVVCFETLFANTCEECGKPIGCDC

half KDLSYKDRHWHEACFHCSQCRNSL

LIM 'VDKPFAAKEDQLLCTDCYSNEYSSK

domains CQECKKTIMPGTRKMEYKGSSWHE

protein 'TCFICHRCQQPIGTKSFIPKDNQNFC

2 'VPCYEKQHAMQCVQCKKPITTGGVT

YREQPWHKECFVCTACRKQLSGQR
FTARDDFAYCLNCFCDLYAKKCAGC
TNPISGLGGTKYISFEERQWHNDCF
NCKKCSLSLVGRGFLTERDDILCPD

CGKDI




