}Jl;l iprotkB Entry name organism full oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plas
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Q14202 ZMYM3_HUMAN Homo Zinc  [22.001951 T1034;S1049 (S263;5S267;5464;T795;T817;T826 |40596516;40307207;30379171 MDPSDFPSPFDPLTLPEKPLAGDLPV [True False 0.891 [4.565 |0.562 0.188 False 0.42
sapiens finger DMEFGEDLLESQTAPTRGWAPPGPS
MYM- PSSGALDLLDTPAGLEKDPGVLDGA
type TELLGLGGLLYKAPSPPEVDHGPEGT
protein LAWDAGDQTLEPGPGGQTPEVVPPD

3

PGAGANSCSPEGLLEPLAPDSPITLQ
SPHIEEEETTSIATARRGSPGQEEEL
PQGQPQSPNAPPSPSVGETLGDGIN
SSQTKPGGSSPPAHPSLPGDGLTAK
IASEKPPERKRSERVRRAEPPKPEVV
DSTESIPVSDEDSDAMVDDPNDEDF
[VPFRPRRSPRMSLRSSVSQRAGRSA
VGTKMTCAHCRTPLQKGQTAYQRK
GLPQLFCSSSCLTTFSKKPSGKKTCT
FCKKEIWNTKDSVVAQTGSGGSFHE
FCTSVCLSLYEAQQQRPIPQSGDPAD
IATRCSICQKTGEVLHEVSNGSVVHR
LCSDSCFSKFRANKGLKTNCCDQCG
IAYIYTKTGSPGPELLFHEGQQKRFC
NTTCLGAYKKKNTRVYPCVWCKTLC
KNFEMLSHVDRNGKTSLFCSLCCTT
SYKVKQAGLTGPPRPCSFCRRSLSDP
CYYNKVDRTVYQFCSPSCWTKFQRT
SPEGGIHLSCHYCHSLFSGKPEVLD
'WQDQVFQFCCRDCCEDFKRLRGVV
SQCEHCRQEKLLHEKLRFSGVEKSF
CSEGCVLLYKQDFTKKLGLCCITCTY
CSQTCQRGVTEQLDGSTWDFCSED
CKSKYLLWYCKAARCHACKRQGKLL
ETIHWRGQIRHFCNQQCLLRFYSQQ
NQPNLDTQSGPESLLNSQSPESKPQ
TPSQTKVENSNTVRTPEENGNLGKI
PVKTRSAPTAPTPPPPPPPATPRKNK
IAAMCKPLMQNRGVSCKVEMKSKGS
QTEEWKPQVIVLPIPVPIFVPVPMHL
[YCQKVPVPFSMPIPVPVPMFLPTTLE
STDKIVETIEELKVKIPSNPLEADILA
MAEMIAEAEELDKASSDLCDLVSNQ
SAEGLLEDCDLFGPARDDVLAMAVK
MANVLDEPGQDLEADFPKNPLDINP
SVDFLFDCGLVGPEDVSTEQDLPRT
MRKGQKRLVLSESCSRDSMSSQPS
CTGLNYSYGVNAWKCWVQSKYANG
ETSKGDELRFGPKPMRIKEDILACSA
IAELNYGLAQFVREITRPNGERYEPDS
IYYLCLGIQQYLLENNRMVNIFTDLY
[YLTFVQELNKSLSTWQPTLLPNNTV
FSRVEEEHLWECKQLGVYSPFVLLN
TLMFFNTKFFGLQTAEEHMQLSFT
NVVRQSRKCTTPRGTTKVVSIRYYAP
[VRQRKGRDTGPGKRKREDEAPILEQ
RENRMNPLRCPVKFYEFYLSKCPES
LRTRNDVFYLQPERSCIAESPLWYSV
IPMDRSMLESMLNRILAVREIYEELG
RPGEEDLD




