
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

0

Q14207 NPAT_HUMAN Homo
sapiens

Protein
NPAT

26.287343 T364;S389;S402 S207;S554;S599;S775;S779;S1100;
S1151;S1200;S1254;T1270;T1350

23301498;38253038 MLLPSDVARLVLGYLQQENLISTCQ
TFILESSDLKEYAEHCTDEGFIPACL
LSLFGKNLTTILNEYVAMKTKETSN
NVPAIMSSLWKKLDHTLSQIRSMQS
SPRFAGSQRARTRTGIAEIKRQRKLA
SQTAPASAELLTLPYLSGQFTTPPST
GTQVTRPSGQISDPSRSYFVVVNHS
QSQDTVTTGEALNVIPGAQEKKAHA
SLMSPGRRKSESQRKSTTLSGPHSTI
RNFQDPNAFAVEKQMVIENAREKIL
SNKSLQEKLAENINKFLTSDNNIAQ
VPKQTDNNPTEPETSIDEFLGLPSEI
HMSEEAIQDILEQTESDPAFQALFDL
FDYGKTKNNKNISQSISSQPMESNP
SIVLADETNLAVKGSFETEESDGQSG
QPAFCTSYQNDDPLNALKNSNNHD
VLRQEDQENFSQISTSIQKKAFKTAV
PTEQKCDIDITFESVPNLNDFNQRG
NSNAECNPHCAELYTNQMSTETEM
AIGIEKNSLSSNVPSESQLQPDQPDI
PITSFVSLGCEANNENLILSGKSSQL
LSQDTSLTGKPSKKSQFCENSNDTV
KLKINFHGSKSSDSSEVHKSKIEINV
LEPVMSQLSNCQDNSCLQSEILPVS
VESSHLNVSGQVEIHLGDSLSSTKQ
PSNDSASVELNHTENEAQASKSENS
QEPSSSVKEENTIFLSLGGNANCEK
VALTPPEGTPVENSHSLPPESVCSSV
GDSHPESQNTDDKPSSNNSAEIDAS
NIVSLKVIISDDPFVSSDTELTSAVSS
INGENLPTIILSSPTKSPTKNAELVKC
LSSEETVGAVVYAEVGDSASMEQSL
LTFKSEDSAVNNTQNEDGIAFSANV
TPCVSKDGGYIQLMPATSTAFGNSN
NILIATCVTDPTALGTSVSQSNVVVL
PGNSAPMTAQPLPPQLQTPPRSNSV
FAVNQAVSPNFSQGSAIIIASPVQPV
LQGMVGMIPVSVVGQNGNNFSTPP
RQVLHMPLTAPVCNRSIPQFPVPPK
SQKAQGLRNKPCIGKQVNNLVDSSG
HSVGCHAQKTEVSDKSIATDLGKKS
EETTVPFPEESIVPAAKPCHRRVLCF
DSTTAPVANTQGPNHKMVSQNKER
NAVSFPNLDSPNVSSTLKPPSNNAI
KREKEKPPLPKILSKSESAISRHTTIR
ETQSEKKVSPTEIVLESFHKATANKE
NELCSDVERQKNPENSKLSIGQQNG
GLRSEKSIASLQEMTKKQGTSSNNK
NVLSVGTAVKDLKQEQTKSASSLITT
EMLQDIQRHSSVSRLADSSDLPVPR
TPGSGAGEKHKEEPIDIIKAPSSRRFS
EDSSTSKVMVPPVTPDLPACSPASET
GSENSVNMAAHTLMILSRAAISRTT
SATPLKDNTQQFRASSRSTTKKRKIE
ELDERERNSRPSSKNLTNSSIPMKK
KKIKKKKLPSSFPAGMDVDKFLLSL
HYDE

True False 1.077 5.0 1.19 0.872 0.666 1.373


