UniprotkB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular lextracellular cytosol [nucleus jmitochndrion en(?oplasmu: golgi plasma extn:acellular
ID sites sites reticulum apparatus membrane region
Q14296 FASTK_HUMAN [Homo Fas-activated NaN NaN 28510447 MRRPRGEPGPRAPRPTEGATCAGPG [True False 2.107 (3.382 4.401 1.013 0.846 1.302 1.178
sapiens serine/threonine ESWSPSPNSMLRVLLSAQTSPARLS
kinase

GLLLIPPVQPCCLGPSKWGDRPVGG
GPSAGPVQGLQRLLEQAKSPGELLR
'WLGQNPSKVRAHHYSVALRRLGQL
LGSRPRPPPVEQVTLQDLSQLIIRNC
PSFDIHTIHVCLHLAVLLGFPSDGPL
VCALEQERRLRLPPKPPPPLQPLLRG
GQGLEAALSCPRFLRYPRQHLISSLA
EARPEELTPHVMVLLAQHLARHRLR
EPQLLEAIAHFLVVQETQLSSKVVQK
LVLPFGRLNYLPLEQQFMPCLERILA
REAGVAPLATVNILMSLCQLRCLPFR
IALHFVFSPGFINYISGTPHALIVRRYL
SLLDTAVELELPGYRGPRLPRRQQVP
IFPQPLITDRARCKYSHKDIVAEGLR
QLLGEEKYRQDLTVPPGYCTDFLLC
IASSSGAVLPVRTQDPFLPYPPRSCPQ
GQAASSATTRDPAQRVVLVLRERWH
FCRDGRVLLGSRALRERHLGLMGY
QLLPLPFEELESQRGLPQLKSYLRQK
LQALGLRWGPEGG




