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Entry name organism oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi [plasma extr_acellula
ID name sites sites reticulum |apparatus membrane [region
Q14320 FA50A_ HUMAN [Homo Protein (12.720418 NaN NaN 30379171;33214551;34019948 MAQYKGAASEAGRAMHLMKKREKQ [None None None |None None None None None None
sapiens FAM50A REQMEQMKQRIAEENIMKSNIDKK
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SHAGKVVLRSWYEKNKHIFPASRWE
PYDPEKKWDKYTIR




