UniprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extr.acellu]
ID name sites sites reticulum |apparatus membrane region
Q14376 GALE_HUMAN [Homo UDP- 31.828877 NaN NaN 39894887;40914422;34725712 MAEKVLVTGGAGYIGSHTVLELLEA ([True False 4.357 [2.473 |1.786 1.6 1.873 1.774 1.899
sapiens |glucose 4- GYLPVVIDNFHNAFRGGGSLPESLR
epimerase

RVQELTGRSVEFEEMDILDQGALQR
LFKKYSFMAVIHFAGLKAVGESVQK
PLDYYRVNLTGTIQLLEIMKAHGVK
NLVFSSSATVYGNPQYLPLDEAHPT
GGCTNPYGKSKFFIEEMIRDLCQAD
KTWNAVLLRYFNPTGAHASGCIGED
PQGIPNNLMPYVSQVAIGRREALNV
FGNDYDTEDGTGVRDYIHVVDLAKG
HIAALRKLKEQCGCRIYNLGTGTGYS
IVLQMVQAMEKASGKKIPYKVVARRE
GDVAACYANPSLAQEELGWTAALGL
DRMCEDLWRWQKQNPSGFGTQA




