endoplasmic |golgi [plasma extracellular

UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion . .
ID sites sites reticulum apparatus membrane [region
Q14469 HES1 HUMAN |Homo Transcription [18.379595 S55;T84 [NaN 30379171 |MPADIMEKNSSSPVAATPASVNTTP (True False 1.569 [4.855 1.684 1.496 0.951 2.221 1.863

sapiens [factor HES-1 DKPKTASEHRKSSKPIMEKRRRARI
NESLSQLKTLILDALKKDSSRHSKLE
KADILEMTVKHLRNLQRAQMTAALS
TDPSVLGKYRAGFSECMNEVTRFLS
TCEGVNTEVRTRLLGHLANCMTQIN
AMTYPGQPHPALQAPPPPPPGPGGP
QHAPFAPPPPLVPIPGGAAPPPGGAP
CKLGSQAGEAAKVFGGFQVVPAPDG
QFAFLIPNGAFAHSGPVIPVYTSNSG
TSVGPNAVSPSSGPSLTADSMWRP
'WRN




