}Jl;l iprotKB Entry name  |organism full oglcnacscore oglcnac  phosphorylation |\ yyy¢ sequence intracellular [extracellular cytosol [nucleus jmitochndrion endoplasmic|golgi plasma lextrace
name sites sites reticulum |apparatus [membrane [region
Q14520 HABP2_HUMAN [Homo Factor 23.734222 S300;T304 [NaN 40596516;39894887;38253038 MFARMSDLHVLLLMALVGKTACGF |False True False [0.094 0.094 0.188 0.281 0.253 5.0
sapiens IVII- SLMSLLESLDPDWTPDQYDYSYEDY
activating NQEENTSSTLTHAENPDWYYTEDQ
[protease IADPCQPNPCEHGGDCLVHGSTFTCS

CLAPFSGNKCQKVQNTCKDNPCGR
GQCLITQSPPYYRCVCKHPYTGPSCS
QVVPVCRPNPCQNGATCSRHKRRS
KFTCACPDQFKGKFCEIGSDDCYVG
DGYSYRGKMNRTVNQHACLYWNS
HLLLQENYNMFMEDAETHGIGEHN
FCRNPDADEKPWCFIKVTNDKVKW
EYCDVSACSAQDVAYPEESPTEPSTK
LPGFDSCGKTEIAERKIKRIYGGFKST
IAGKHPWQASLQSSLPLTISMPQGHF
CGGALIHPCWVLTAAHCTDIKTRHL
KVVLGDQDLKKEEFHEQSFRVEKIF
KYSHYNERDEIPHNDIALLKLKPVDG
HCALESKYVKTVCLPDGSFPSGSEC
HISGWGVTETGKGSRQLLDAKVKLI
IANTLCNSRQLYDHMIDDSMICAGN
LQKPGQDTCQGDSGGPLTCEKDGTY
[YVYGIVSWGLECGKRPGVYTQVTKF
LNWIKATIKSESGF




