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full

D Entry name |organism name oglcnacscore joglcnac sites phosp ylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion
Q14671 PUM1_HUMAN [Homo Pumilio (24.060823 S158;5159;5180;S212;S665;T720;S (S19;S75;5S98;5106;T112;5124;S159; [23301498;30379171;34725712;409 MSVACVLKRKAVLWQDSFSPHLKH (True False 4.768 4.66 3.505
sapiens  (homolog 721;S722;5786;S797;S799;S800;S8 |S197;S209;5229;S305;T514;S709;S |14422;35138101;29237092;405965 [HPQEPANPNMPVVLTSGTGSQAQP
1 02;S803;S806;S808;S809;T810;S81 |714;S806;5822 16;38665916;30059200;30620550;3 |QPAANQALAAGTHSSPVPGSIGVAG

3;5814;S815

9534244;28510447;39531497;2935
1928;40307207;37340703;2212102
0;28657654;35132862;33214551;31
373491;35254053

RSQDDAMVDYFFQRQHGEQLGGGG
SGGGGYNNSKHRWPTGDNIHAEHQ
VRSMDELNHDFQALALEGRAMGEQ
LLPGKKFWETDESSKDGPKGIFLGD
QWRDSAWGTSDHSVSQPIMVQRRP
GQSFHVNSEVNSVLSPRSESGGLGV
SMVEYVLSSSPGDSCLRKGGFGPRD
ADSDENDKGEKKNKGTFDGDKLGD
LKEEGDVMDKTNGLPVQNGIDADV
KDFSRTPGNCQNSANEVDLLGPNQ
NGSEGLAQLTSTNGAKPVEDFSNM
ESQSVPLDPMEHVGMEPLQFDYSG
TQVPVDSAAATVGLFDYNSQQQLFQ
RPNALAVQQLTAAQQQQYALAAAHQ
PHIGLAPAAFVPNPYIISAAPPGTDPY
TAGLAAAATLGPAVVPHQYYGVTPW
GVYPASLFQQQAAAAAAATNSANQQ
TTPQAQQGQQQVLRGGASQRPLTPN
QNQQGQQTDPLVAAAAVNSALAFG
QGLAAGMPGYPVLAPAAYYDQTGAL
VVNAGARNGLGAPVRLVAPAPVIISS
SAAQAAVAAAAASANGAAGGLAGTT
NGPFRPLGTQQPQPQPQQQPNNNL
ASSSFYGNNSLNSNSQSSSLFSQGS
AQPANTSLGFGSSSSLGATLGSALG
GFGTAVANSNTGSGSRRDSLTGSSD
LYKRTSSSLTPIGHSFYNGLSFSSSP
GPVGMPLPSQGPGHSQTPPPSLSSH
GSSSSLNLGGLTNGSGRYISAAPGAE
AKYRSASSASSLFSPSSTLFSSSRLRY
GMSDVMPSGRSRLLEDFRNNRYPN
LQLREIAGHIMEFSQDQHGSRFIQL
KLERATPAERQLVFNEILQAAYQLM
VDVFGNYVIQKFFEFGSLEQKLALAE
RIRGHVLSLALQMYGCRVIQKALEFI
PSDQQNEMVRELDGHVLKCVKDQN
GNHVVQKCIECVQPQSLQFIIDAFKG
QVFALSTHPYGCRVIQRILEHCLPDQ
TLPILEELHQHTEQLVQDQYGNYVIQ
HVLEHGRPEDKSKIVAEIRGNVLVLS
QHKFASNVVEKCVTHASRTERAVLI
DEVCTMNDGPHSALYTMMKDQYA
NYVVQKMIDVAEPGQRKIVMHKIRP
HIATLRKYTYGKHILAKLEKYYMKNG
VDLGPICGPPNGII




