UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma ext

ID sites sites reticulum |apparatus|membrane re¢

Q14697 GANAB_HUMAN Homo Neutral 12.976601 T451 S52 30397120;37217939;33214551;328 |MAAVAAVAARRRRSWASLVLAFLGYV |False True 2.658 [2.583 [1.508 5.0 3.821 2.143 4.4
sapiens |alpha- 70666;40596516;26853435;386659 |CLGITLAVDRSNFKTCEESSFCKRQR

glucosidase
AB

16;34725712;32119511;40914422;3
5008409;35083852;34019948;2851
0447;33465208

SIRPGLSPYRALLDSLQLGPDSLTVH
LIHEVTKVLLVLELQGLQKNMTRFRI
DELEPRRPRYRVPDVLVADPPIARLS
VSGRDENSVELTMAEGPYKIILTARP
FRLDLLEDRSLLLSVNARGLLEFEH
QRAPRVSQGSKDPAEGDGAQPEETP
RDGDKPEETQGKAEKDEPGAWEET
FKTHSDSKPYGPMSVGLDFSLPGME
HVYGIPEHADNLRLKVTEGGEPYRL
'YNLDVFQYELYNPMALYGSVPVLLA
HNPHRDLGIFWLNAAETWVDISSNT
IAGKTLFGKMMDYLQGSGETPQTDV
RWMSETGIIDVFLLLGPSISDVFRQY
IASLTGTQALPPLFSLGYHQSRWNYR
DEADVLEVDQGFDDHNLPCDVIWL
DIEHADGKRYFTWDPSRFPQPRTML
ERLASKRRKLVAIVDPHIKVDSGYRV
HEELRNLGLYVKTRDGSDYEGWCW
PGSAGYPDFTNPTMRAWWANMFSY
DNYEGSAPNLFVWNDMNEPSVFNG
PEVTMLKDAQHYGGWEHRDVHNIY
GLYVHMATADGLRQRSGGMERPFV
LARAFFAGSQRFGAVWTGDNTAEW
DHLKISIPMCLSLGLVGLSFCGADVG
GFFKNPEPELLVRWYQMGAYQPFF
RAHAHLDTGRREPWLLPSQHNDIIR
DALGQRYSLLPFWYTLLYQAHREGIP
VMRPLWVQYPQDVTTFNIDDQYLLG
DALLVHPVSDSGAHGVQVYLPGQGE
'VWYDIQSYQKHHGPQTLYLPVTLSSI
PVFQRGGTIVPRWMRVRRSSECMK
DDPITLFVALSPQGTAQGELFLDDG
HTFNYQTRQEFLLRRFSFSGNTLVS
SSADPEGHFETPIWIERVVIIGAGKPA
IAVVLQTKGSPESRLSFQHDPETSVL
VLRKPGINVASDWSIHLR




