UniprotKB Entry name |organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol jnucleus mitochndrion em!oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum |apparatus membrane region
Q148H7 K2C79_BOVIN |Bos Keratin, 39.03173 NaN NaN 41018975 [MRSSVSRQTYSTKGAFSSSSASGGG |NaN NaN NaN |NaN NaN NaN NaN NaN None
taurus type II GSQARTSFSSVTVSRNSGRGGGPRC
cytoskeletal GPSMGGFGSQSLYNLGGSKSISVSV
79 IAGGASAGRVLGGFGLGGGAYMGLG

IACRPMLGPVCPPGGIQQVTVNQSLL
TPLHVEIDPEIQRVRTEEREQIKTLN
NKFASFIDKVRFLEQQNKVLETKWA
LLQEQGQKSGVTRNNLEPLFEHFIN
NLRGKLDNLQSERGRLDSELRNVQ
DLAEDFKTKYEDEINKRTAAENEFV
IVLKKDVDAAYVGRMDLHGMVDHL
MGEIDFLRHLYEEELSQVQTHVSDT
SVILSMDNNRNLDLDSIIAEVKAQYE
QIAQRSRAEAESWYQTKYEELQVTA
GKHGDNLRDTKNEIAELTRTVQRLQ
GEADAVKKQCQQLQTAIADAEQHGE
LALKDAQKKLGDLDAALNQAKEDLA
RLLRDYQALMNVKLALDVEIATYRK
LLESEESRMSGECPSAVSISVTGNST
TVCGGGAAGFGGGISLGGGGGASKG
RFSTNAGYSTVKGGPVSGGTSILRKT
TTVKTSSRRY




