UniprotKB Entry name |organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr.a
ID name sites sites reticulum |apparatus membrane regio
Q14974 IMB1_HUMAN [Homo Importin|27.972989 T863;T866|S12 23301498;20305658;37217939;332 |MELITILEKTVSPDRLELEAAQKFLE ([True True 4.827 5.0 1.797 5.0 1.48 1.589 4.33
sapiens |subunit 14551;16408927;22121020;268534 |RAAVENLPTFLVELSRVLANPGNSQ
beta-1 35;38665916;34725712;32119511;4 [VARVAAGLQIKNSLTSKDPDIKAQYQ

0914422;39302247;35083852;3401
9948;35138101

QRWLAIDANARREVKNYVLQTLGTE
TYRPSSASQCVAGIACAEIPVNQWPE
LIPQLVANVTNPNSTEHMKESTLEAI
GYICQDIDPEQLQDKSNEILTAIIQG
MRKEEPSNNVKLAATNALLNSLEFT
KANFDKESERHFIMQVVCEATQCPD
TRVRVAALQNLVKIMSLYYQYMETY
MGPALFAITIEAMKSDIDEVALQGIE
FWSNVCDEEMDLAIEASEAAEQGRP
PEHTSKFYAKGALQYLVPILTQTLTK
QDENDDDDDWNPCKAAGVCLMLL
ATCCEDDIVPHVLPFIKEHIKNPDWR
YRDAAVMAFGCILEGPEPSQLKPLVI
QAMPTLIELMKDPSVVVRDTAAWTV
GRICELLPEAAINDVYLAPLLQCLIEG
LSAEPRVASNVCWAFSSLAEAAYEA
ADVADDQEEPATYCLSSSFELIVQKL
LETTDRPDGHQNNLRSSAYESLMEI
IVKNSAKDCYPAVQKTTLVIMERLQQ
VLQMESHIQSTSDRIQFNDLQSLLC
ATLQNVLRKVQHQDALQISDVVMAS
LLRMFQSTAGSGGVQEDALMAVSTL
\VEVLGGEFLKYMEAFKPFLGIGLKN
'YAEYQVCLAAVGLVGDLCRALQSNII
PFCDEVMQLLLENLGNENVHRSVK
PQILSVFGDIALAIGGEFKKYLEVVLN
TLQQASQAQVDKSDYDMVDYLNEL
RESCLEAYTGIVQGLKGDQENVHPD
\VMLVQPRVEFILSFIDHIAGDEDHTD
GVVACAAGLIGDLCTAFGKDVLKLVE
ARPMIHELLTEGRRSKTNKAKTLAT

'WATKELRKLKNQA




