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D Entry name organism name oglcnacscore :igtl:snac phosphorylation sites PMIDS |[sequence intracellular [extracellular cytosol nucleus mitochndrion ::gggllla:;mlc gg:)%lratus g::ls:ﬁtane ::;Ji'za‘:lellular
Q14990 ODFP1_HUMAN [Homo Outer [24.917859 NaN S5;510;564;S86;5122;5123;5151;S1 [28411811  MAALSCLLDSVRRDIKKVDRELRQL |True False 1.745 |4.399 [1.832 1.26 0.844 1.318 2.874
sapiens |dense 67;5189;5194 RCIDEFSTRCLCDLYMHPYCCCDLH
fiber PYPYCLCYSKRSRSCGLCDLYPCCLC
protein DYKLYCLRPSLRSLERKAIRAIEDEK
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