UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol \nucleus mitochndrion enc.loplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
Q14993 COJA1_HUMAN [Homo Collagen [22.903221 T794 NaN 38253038  MRLTGPWKLWLWMSIFLLPASTSVT [None None None |[None None None None None None
sapiens |alpha- IVRDKTEESCPILRIEGHQLTYDNINK
1(XIX) LEVSGFDLGDSFSLRRAFCESDKTC
chain FKLGSALLIRDTIKIFPKGLPEEYSVA

IAMFRVRRNAKKERWFLWQVLNQQ
NIPQISIVVDGGKKVVEFMFQATEGD
IVLNYIFRNRELRPLFDRQWHKLGISI
QSQVISLYMDCNLIARRQTDEKDTV
DFHGRTVIATRASDGKPVDIELHQLK
TYCSANLIAQETCCEISDTKCPEQDG
FGNIASSWVTAHASKMSSYLPAKQE
LKDQCQCIPNKGEAGLPGAPGSPGQ
KGHKGEPGENGLHGAPGFPGQKGE
QGFEGSKGETGEKGEQGEKGDPALA
GLNGENGLKGDLGPHGPPGPKGEK
GDTGPPGPPALPGSLGIQGPQGPPG
KEGQRGRRGKTGPPGKPGPPGPPGP
PGIQGIHQTLGGYYNKDNKGNDEHE
IAGGLKGDKGETGLPGFPGSVGPKGQ
KGEPGEPFTKGEKGDRGEPGVIGSQ
GVKGEPGDPGPPGLIGSPGLKGQQG
SAGSMGPRGPPGDVGLPGEHGIPGK
QGIKGEKGDPGGIIGPPGLPGPKGEA
GPPGKSLPGEPGLDGNPGAPGPRGP
KGERGLPGVHGSPGDIGPQGIGIPGR
TGAQGPAGEPGIQGPRGLPGLPGTP
GTPGNDGVPGRDGKPGLPGPPGDPI
IALPLLGDIGALLKNFCGNCQASVPG
LKSNKGEEGGAGEPGKYDSMARKG
DIGPRGPPGIPGREGPKGSKGERGYP
GIPGEKGDEGLQGIPGIPGAPGPTGP
PGLMGRTGHPGPTGAKGEKGSDGP
PGKPGPPGPPGIPFNERNGMSSLYKI
KGGVNVPSYPGPPGPPGPKGDPGPV
GEPGAMGLPGLEGFPGVKGDRGPA
GPPGIAGMSGKPGAPGPPGVPGEPG
ERGPVGDIGFPGPEGPSGKPGINGK
DGIPGAQGIMGKPGDRGPKGERGDQ
GIPGDRGSQGERGKPGLTGMKGAIG
PMGPPGNKGSMGSPGHQGPPGSPG
IPGIPADAVSFEEIKKYINQEVLRIFE
ERMAVFLSQLKLPAAMILAAQAYGRP
GPPGKDGLPGPPGDPGPQGYRGQKG
ERGEPGIGLPGSPGLPGTSALGLPGS
PGAPGPQGPPGPSGRCNPEDCLYPV
SHAHQRTGGN




