SLIENFSERSITLMSSESSNQFLIYV
HSKGEDVEKQKKEPMSICDKGILVE
SSFSGEMLEDLGWLQKKRRIKLYQK
PEGNHIIKVGIYLLEAGLAKLDFLSD
IANSRMKKFNQLMKKVMEKLHNSII
PDVLEEDEDDPESEPEGQDIDELYH
FVKQTHQQETQSIQVDVQHPALIPVL
RPYQREAVNWMLQQECFRSSPATE
SALHFLWREIVTSEGLKLYYNPYTGC
IIREYPNSGPQLLGGILADEMGLGKT
VEVLALILTHTRQDVKQDALTLPEGK
VVNYFIPSHYFGGKLKKTEIQNIEFE
PKEKVQCPPTRVMILTAVKEMNGKK
GVSILSIYKYVSSIYRYDVQRNRSLLK
RMLKCLIFEGLVKQIKGHGFSGTFTL
GKNYKEEDICDKTKKQAVGSPRKIQ
KETRKSGNKDTDSEYLPSDTSDDDD
DPYYYYYKSRRNRSKLRKKLVPSTKK
GKSQPFINPDSQGHCPATSDSGITDV
IAMSKSTCISEFNQEHETEDCAESLN
HADSDVPPSNTMSPFNTSDYRFECI
CGELDQIDRKPRVQCLKCHLWQHA
KCVNYDEKNLKIKPFYCPHCLVAME
PVSTRATLIISPSSICHQWVDEINRH
IVRSSSLRVLVYQGVKKDGFLQPHFL
IAEQDIVIITYDVLRSELNYVDIPHSNS
EDGRRLRNQKRYMAIPSPLVAVEW
WRICLDEAQMVECPTVKAAEMAQR
LSGINRWCISGTPVQRGLEDLFGLVV
FLGIEPYCVKHWWVRLLYRPYCKKN
PQHLYSFIAKILWRSAKKDVIDQIQIP
PQTEEIHWLHFSPVERHFYHRQHEV
CCQDVVVKLRKISDWALKLSSLDRR
TVTSILYPLLRLRQACCHPQAVRGEF
LPLQKSTMTMEELLTSLQKKCGTEC
EEAHRQLVCALNGLAGIHIIKGEYAL
IAAELYREVLRSSEEHKGKLKTDSLQ
RLHATHNLMELLIARHPGIPPTLRD
GRLEEEAKQLREHYMSKCNTEVAE
AQQALYPVQQTIHELQRKIHSNSPW
WLNVIHRAIEFTIDEELVQRVRNEIT
SNYKQQTGKLSMSEKFRDCRGLQF
LLTTQMEELNKCQKLVREAVKNLEG
PPSRNVIESATVCHLRPARLPLNCCV
FCKADELFTEYESKLFSNTVKGQTAI
FEEMIEDEEGLVDDRAPTTTRGLWA
ISETERSMKAILSFAKSHRFDVEFVD
EGSTSMDLFEAWKKEYKLLHEYWM
IALRNRVSAVDELAMATERLRVRDPR
EPKPNPPVLHIIEPHEVEQNRIKLLN
DKAVATSQLQKKLGQLLYLTNLEKS
QDKTSGGVNPEPCPICARQLGKQWA
VLTCGHCFCNECISIIIEQYSVGSHR
SSIKCAICRQTTSHKEISYVFTSEKAN
QEEDIPVKGSHSTKVEAVVRTLMKI
QLRDPGAKALVFSTWQDVLDIISKAL
TDNNMEFAQISRVKTFQENLSAFKR
DPQINILLLPLHTGSNGLTIIEATHVL
LVEPILNPAHELQAIGRVHRIGQTKP
TIVHRFLIKATIEERMQAMLKTAERS
HTNSSAKHSEASVLTVADLADLFTK
ETEELE

UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion en('ioplasmlc golgi [plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q149N8 SHPRH HUMAN [Homo E3 27.086674 NaN S266;S635 28657654  MSSRRKRAPPVRVDEEKRQQLHWN [None None None [None None None None None None
sapiens [ubiquitin- MHEDRRNEPIIISDDDEQPCPGSDT
protein SSAHYIILSDSLKEEVAHRDKKRCSK
ligase 'VVSFSKPIEKEETVGIFSPLSVKLNIV
SHPRH ISPYHFDNSWKAFLGELTLQLLPAQ




