UniprotKB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extr.acellular
ID sites sites reticulum apparatus membrane |region
Q14AW5 NSUN7_MOUSE Mus Putative 25.019509 S602 NaN 34418053 MLDPTSERDLFDQENMEEISQLASL [None None None |None None None None None None
musculus |[methyltransferase EMSGDVVANTNSTVVLEKPSYPDSV
NSUN7 YVTAANIFQGIRIQRSPDKVIINYGSE

PLQPSSSRSEDESFQRLSYELAFSTL
KYQDILESILIDSYIFSSTTIASQLNSL
IIVMLYDFQDRKFQPRILSENEETIPE
VQEVENLLNGFKTKLAAALARCRIK
HDALSIYHILPETVRKQEQRASTLPL
[YAWINTSKISLEEVYNNLRRKGYSKV
KSITSVNEKVYAVDQHCFNVLIFPAH
LKTDLLNIDLIKDYKLIFQDKSRSLAV
HSVKALINIDDDVLMVNTGSWYTVA
HMSILTSGHTSKIFVCGIQQEEKDFN
ARKLFTRMGCQNIEILHETFLSIESK
DHRLQNVKVILLLPRCSSLGVSNPV
EFILNEHEDKSLLQDLSQGGLPKDK
LETLVQQQFEQLTHAMKFTKVQAIV
YCTCSVSKEENEDVVEKALEYQSSG
VKMQPYRLSPPVLPLCTLKEIELSMD
RFFRLEPSDMNNGCFLSILTRERDP
SETVSVKDVLARAAAKGLLEGVEVG
KTLKRDKKRKKSKALPSRAPHHGDP
LRDHLAVDGNDTSNVQMKISELLH
RESKISTSTKMSAPAKTVSQAGTSSQ
VRKPSKPLSTPLVRNFSRPVERPTNF
VRARPEGKVIPLKPIEIVLPPVIFPLSS
QGPRVQMPATHFYYRFIGSKVGVPR
YLTSSTSRRKEKVKESTTSSHVRHPR
PWL




