
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac

sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q15003 CND2_HUMAN Homo
sapiens

Condensin
complex
subunit	2

12.987971 S90 S15;S25;S28;T49;S70;S78;S81;S87;
S89;S92;S96;S201;S233;S432;S496;
T598;T605

23301498;30379171;40307207;398
94887;38665916;34725712;409144
22;28510447

MGPPGPALPATMNNSSSETRGHPH
SASSPSERVFPMPLPRKAPLNIPGTP
VLEDFPQNDDEKERLQRRRSRVFDL
QFSTDSPRLLASPSSRSIDISATIPKF
TNTQITEHYSTCIKLSTENKITTKNAF
GLHLIDFMSEILKQKDTEPTNFKVAA
GTLDASTKIYAVRVDAVHADVYRVLG
GLGKDAPSLEEVEGHVADGSATEM
GTTKKAVKPKKKHLHRTIEQNINNL
NVSEADRKCEIDPMFQKTAASFDEC
STAGVFLSTLHCQDYRSELLFPSDV
QTLSTGEPLELPELGCVEMTDLKAP
LQQCAEDRQICPSLAGFQFTQWDSE
THNESVSALVDKFKKNDQVFDINAE
VDESDCGDFPDGSLGDDFDANDEP
DHTAVGDHEEFRSWKEPCQVQSCQ
EEMISLGDGDIRTMCPLLSMKPGEY
SYFSPRTMSMWAGPDHWRFRPRRK
QDAPSQSENKKKSTKKDFEIDFEDDI
DFDVYFRKTKAATILTKSTLENQNW
RATTLPTDFNYNVDTLVQLHLKPGT
RLLKMAQGHRVETEHYEEIEDYDYN
NPNDTSNFCPGLQAADSDDEDLDD
LFVGPVGNSDLSPYPCHPPKTAQQN
GDTPEAQGLDITTYGESNLVAEPQKV
NKIEIHYAKTAKKMDMKKLKQSMW
SLLTALSGKEADAEANHREAGKEAA
LAEVADEKMLSGLTKDLQRSLPPVM
AQNLSIPLAFACLLHLANEKNLKLE
GTEDLSDVLVRQGD

True False 4.677 4.688 1.06 0.842 False


