}Jl;l iprotKB Entry name organism full name |oglcnacscore [oglcnac sites iphosphorylation sites PMIDS 'sequence intracellular extracellular|cytosol nucleus mitochndrion ::stll::
Q15032 R3HD1_HUMAN Homo R3H 19.752115 S4;T6;S197;S229;T377|S187;5262;5S302;S380;S381;5S393;S [29351928;39531497;37340703;325 [MRMSDTVTVKDETATMKDLEAEVK |False False 3.109 (3.891 [0.862 False
sapiens |domain- 973 74038;30379171;23301498;386659 [DTTRVENLIKSENYGKILVEKNEHCI
containing 16;30620550;30059200;35254053;3 |[ENNIDLQRPLQSFGQTGKRSKSSSK
protein 1 5138101 LKLVRSLAVCEESPPPPAPEISQENQ

EKIQIQLTQSFEKEEKPSKDEAEKEK
IASDKLPRKMLSRDSSQEYTDSTGID
LHEFLVNTLKNNPRDRMMLLKLEQ
EILDFIGNNESPRKKFPPMTSYHRM
LLHRVAAYFGLDHNVDQSGKSVIVN
KTSNTRIPDQKFNEHIKDDKGEDFQ
KRYILKRDNSSFDKDDNQMRIRLKD
DRRSKSIEEREEEYQRARDRIFSQDS
LCSQENYIIDKRLQDEDASSTQQRR
QIFRVNKDASGRSTNSHQSSTENEL
KYSEPRPWSSTDSDSSLRNLKPAVT
KASSFSGISVLTRGDSSGSSKSIGRL
SKTGSESSGSVGSSTGSLSHIQQPLP
GTALSQSSHGAPVVYPTVSTHSSLSF
DGGLNGQVASPSTSFFLLPLEAAGIP
PGSILINPQTGQPFINPDGSPVVYNP
PMTQQPVRSQVPGPPQPPLPAPPQQ
PAANHIFSQDNLGSQFSHMSLARQP
SADGSDPHAAMFQSTVVLQSPQQS
GYIMTAAPPPHPPPPPPPPPPPPPLPP
GQPVPTAGYPASGHPVSQPVLQQQG
YIQQPSPQMPACYCAPGHYHSSQPQ
YRPVPSVHYNSHLNQPLPQPAQQTG
[YQVIPNQQQNYQGIVGVQQPQSQSL
VSGQPNSIGNQIQGVVIPYTSVPTYQ
VSLPQGSQGIPHQTYQQPVMFPNQS
INQGSMPTTGMPVYYSVIPPGQQNNL
SSSVGYLQHPGSEQVQFPRTTSPCS
SQQLQGHQCTAGPPPPPGGGMVM
MQLSVPNNPQSCAHSPPQWKQNKY
[YCDHQRGQKCVEFSSVDNIVQHSPQ
LSSPIISPAQSPAPAQLSTLKTVRPSG
PPLSIMPQFSRPFVPGQGDSRYPLLG
QPLQYNPPAVLHGHIPNQQGQPGSR
HGNRGRRQAKKAASTDLGAGETVV
GKVLEITELPDGITRMEAEKLFGELF
KIGAKIRWLRDPQSQPRRHPLCCGS
GDNTANPERSKPSDLASTYTVLATFP
SISAAQNALKKQINSVNKFKLRTSKK
HYDFHILERASSQ




