sapiens chain-
associated
membrane
protein 2

GFCLVLCVLIGLMFEVTAKTAFLFIL
PQYNISVPTADSETVHYHYGPKDLVT
ILFYIFITIILHAVVQEYILDKISKRLHL
SKVKHSKFNESGQLVVFHFTSVIWC
FYVVVTEGYLTNPRSLWEDYPHVHL
PFQVKFFYLCQLAYWLHALPELYFQ
KVRKEEIPRQLQYICLYLVHIAGAYLL
NLSRLGLILLLLQYSTEFLFHTARLF
YFADENNEKLFSAWAAVFGVTRLFI
LTLAVLAIGFGLARMENQAFDPEKG
NFNTLFCRLCVLLLVCAAQAWLMW
RFIHSQLRHWREYWNEQSAKRRVP
ATPRLPARLIKRESGYHENGVVKAE
NGTSPRTKKLKSP

UniprotkB Entry name organism (full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q15035 TRAM2_HUMAN |Homo Translocating|17.826004 NaN NaN 38665916 MAFRRRTKSYPLFSQEFVIHNHADI |False False 2.42 1.249 0.987 1.659 1.864 3.158 1.136




