}Jl;l iprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extn:ace
sites sites reticulum |apparatus| membrane [region
Q15067 IACOX1_HUMAN |[Homo Peroxisomal [26.390652 T20 $26;S649 40596516;28510447;33465208 MNPDLRRERDSASFNPELLTHILDG |False False 4.0 1.693 |False False False 1.464 False
sapiens acyl- SPEKTRRRREIENMILNDPDFQHED
coenzyme A LNFLTRSQRYEVAVRKSAIMVKKMR
oxidase 1 EFGIADPDEIMWFKKLHLVNFVEPV

GLNYSMFIPTLLNQGTTAQKEKWLL
SSKGLQIIGTYAQTEMGHGTHLRGL
ETTATYDPETQEFILNSPTVTSIKWW
PGGLGKTSNHAIVLAQLITKGKCYGL
HAFIVPIREIGTHKPLPGITVGDIGPK
FGYDEIDNGYLKMDNHRIPRENML
MKYAQVKPDGTYVKPLSNKLTYGTM
IVFVRSFLVGEAARALSKACTIAIRYSA
IVRHQSEIKPGEPEPQILDFQTQQYKL
FPLLATAYAFQFVGAYMKETYHRINE
GIGQGDLSELPELHALTAGLKAFTS
WTANTGIEACRMACGGHGYSHCSG
LPNIYVNFTPSCTFEGENTVMMLQT
IARFLMKSYDQVHSGKLVCGMVSYL
NDLPSQRIQPQQVAVWPTMVDINSP
ESLTEAYKLRAARLVEIAAKNLQKEV
IHRKSKEVAWNLTSVDLVRASEAHC
HYVVVKLFSEKLLKIQDKAIQAVLRS
LCLLYSLYGISQNAGDFLQGSIMTEP
QITQVNQRVKELLTLIRSDAVALVDA
FDFQDVTLGSVLGRYDGNVYENLFE
IWAKNSPLNKAEVHESYKHLKSLQS
KL




