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Entry name |organism full name oglcnacscore

oglcnac

h phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion ent!oplasmlc golgi
ID sites reticulum |apparal
Q15185 TEBP_HUMAN Homo Prostaglandin [19.388898 NaN S44;585;S100;S113;S118;S148;S15 |23301498;33214551;38665916;347 [MQPASAKWYDRRDYVFIEFCVEDSK |True False 4.592 [5.0 1.82 1.876 1.298
sapiens |E synthase 3 1;S130

8510447

25712;32119511;40930100;351328 |[DVNVNFEKSKLTFSCLGGSDNFKHL
62;35083852;34019948;35138101;2 [NEIDLFHCIDPNDSKHKRTDRSILCC

LRKGESGQSWPRLTKERAKLNWLS
VDFNNWKDWEDDSDEDMSNFDRF
SEMMNNMGGDEDVDLPEVDGADD
DSQDSDDEKMPDLE




