UniprotKB

Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion ent:loplasmlc golgi plasma extl."acellular
ID sites sites reticulum apparatus membrane region
Q15390 MTFR1_HUMAN [Homo Mitochondrial (30.049396 S301 S119 40596516;30620550  MLGWIKRLIRMVFQQVGVSMQSVL [True True 4.557 |False 4.717 False False 5.0 False
sapiens [fission

regulator 1

'WSRKPYGSSRSIVRKIGTNLSLIQCP
RVQFQINSHATEWSPSHPGEDAVAS
FADVGWVAKEEGECSARLRTEVRSR
PPLQDDLLFFEKAPSRQISLPDLSQE
EPQLKTPALANEEALQKICALENELA
IALRAQIAKIVTQQEQQNLTAGDLDST
TFGTIPPHPPPPPPPLPPPALGLHQST
SAVDLIKERREKRANAGKTLVKNNP
KKPEMPNMLEILKEMNSVKLRSVK
RSEQDVKPKPVDATDPAALIAEALKK
KFAYRYRSDSQDEVEKGIPKSESEAT
SERVLFGPHMLKPTGKMKALIENVS
DS




