
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac

sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q15424 SAFB1_HUMAN Homo
sapiens

Scaffold
attachment
factor	B1

22.149768 NaN S24;S55;S79;T188;S195;S197;S209;
S383;S384;S415;S580;S582;S601;S
604

23301498;33214551;30379171;409
14422;32119511;34019948

MAETLSGLGDSGAAGAAALSSASSE
TGTRRLSDLRVIDLRAELRKRNVDSS
GNKSVLMERLKKAIEDEGGNPDEIEI
TSEGNKKTSKRSSKGRKPEEEGVED
NGLEENSGDGQEDVETSLENLQDID
IMDISVLDEAEIDNGSVADCVEDDD
ADNLQESLSDSRELVEGEMKELPEQ
LQEHAIEDKETINNLDTSSSDFTILQ
EIEEPSLEPENEKILDILGETCKSEPV
KEESSELEQPFAQDTSSVGPDRKLA
EEEDLFDSAHPEEGDLDLASESTAH
AQSSKADSLLAVVKREPAEQPGDGE
RTDCEPVGLEPAVEQSSAASELAEAS
SEELAEAPTEAPSPEARDSKEDGRK
FDFDACNEVPPAPKESSTSEGADQK
MSSPEDDSDTKRLSKEEKGRSSCGR
NFWVSGLSSTTRATDLKNLFSKYGK
VVGAKVVTNARSPGARCYGFVTMST
AEEATKCINHLHKTELHGKMISVEK
AKNEPVGKKTSDKRDSDGKKEKSSN
SDRSTNLKRDDKCDRKDDAKKGDD
GSGEKSKDQDDQKPGPSERSRATKS
GSRGTERTVVMDKSKGVPVISVKTS
GSKERASKSQDRKSASREKRSVVSF
DKVKEPRKSRDSESHSRVRERSERE
QRMQAQWEREERERLEIARERLAF
QRQRLERERMERERLERERMHVEH
ERRREQERIHREREELRRQQELRYE
QERRPAVRRPYDLDRRDDAYWPEAK
RAALDERYHSDFNRQDRFHDFDHR
DRGRYPDHSVDRREGSRSMMGERE
GQHYPERHGGPERHGRDSRDGWG
GYGSDKRMSEGRGLPPPPRRDWGD
HGRREDDRSWQGTADGGMMDRDH
KRWQGGERSMSGHSGPGHMMNR
GGMSGRGSFAPGGASRGHPIPHGG
MQGGFGGQSRGSRPSDARFTRRY

True False 2.482 5.0 1.181 1.031 0.607


