}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma eth:ac'
name sites sites reticulum |apparatus membrane region
Q15428 SF3A2_HUMAN Homo Splicing|26.756749 S13;S18(S153 33214551;22121020;40596516;386 |MDFQHRPGGKTGSGGVASSSESNR (True False 2.054 |5.0 0.904 0.793 False 0.932 0.651
sapiens |factor 65916;34846842;40914422;340199 | DRRERLRQLALETIDINKDPYFMKN
3A 48 HLGSYECKLCLTLHNNEGSYLAHTQ
subunit GKKHQTNLARRAAKEAKEAPAQPAP
2 EKVKVEVKKFVKIGRPGYKVTKQRD

SEMGQQSLLFQIDYPEIAEGIMPRH
RFMSAYEQRIEPPDRRWQYLLMAAE
PYETIAFKVPSREIDKAEGKFWTHW
NRETKQFFLQFHFKMEKPPAPPSLP
AGPPGVKRPPPPLMNGLPPRPPLPE
SLPPPPPGGLPLPPMPPTGPAPSGPP
GPPQLPPPAPGVHPPAPVVHPPASG
VHPPAPGVHPPAPGVHPPAPGVHPP
TSGVHPPAPGVHPPAPGVHPPAPGV
HPPAPGVHPPAPGVHPPPSAGVHPQ
APGVHPAAPAVHPQAPGVHPPAPGM
HPQAPGVHPQPPGVHPSAPGVHPQP
PGVHPSNPGVHPPTPMPPMLRPPLP
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