}Jl;l iprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation g sequence intracellular [extracellular [cytosol [nucleus jmitochndrion |, .. | golgi plasma jextra
name sites  [sites reticulum  |apparatus membrane [regio
Q15437 SC23B_HUMAN [Homo Protein (35.300052 S765 NaN 34229054;30397120;20305658;332 [MATYLEFIQQNEERDGVRFSWNVW |True True 4.537 |2.562 1.184 5.0 2.117 1.578 1.356
sapiens [transport 14551;40307207;40914422;350084 |PSSRLEATRMVVPLACLLTPLKERPD
protein 09;34019948 LPPVQYEPVLCSRPTCKAVLNPLCQV
Sec23B DYRAKLWACNFCFQRNQFPPAYGGI

SEVNQPAELMPQFSTIEYVIQRGAQS
PLIFLYVVDTCLEEDDLQALKESLQM
SLSLLPPDALVGLITFGRMVQVHELS
CEGISKSYVFRGTKDLTAKQIQDML
GLTKPAMPMQQARPAQPQEHPFAS
SRFLQPVHKIDMNLTDLLGELQRDP
'WPVTQGKRPLRSTGVALSIAVGLLEG
TFPNTGARIMLFTGGPPTQGPGMVV
GDELKIPIRSWHDIEKDNARFMKKA
TKHYEMLANRTAANGHCIDIYACAL
DQTGLLEMKCCANLTGGYMVMGDS
FNTSLFKQTFQRIFTKDFNGDFRMA
FGATLDVKTSRELKIAGAIGPCVSLN
'VKGPCVSENELGVGGTSQWKICGLD
PTSTLGIYFEVVNQHNTPIPQGGRGA
IQFVTHYQHSSTQRRIRVTTIARNWA
DVQSQLRHIEAAFDQEAAAVLMARL
GVFRAESEEGPDVLRWLDRQLIRLC
QKFGQYNKEDPTSFRLSDSFSLYPQ
FMFHLRRSPFLQVFNNSPDESSYYR
HHFARQDLTQSLIMIQPILYSYSFHG
PPEPVLLDSSSILADRILLMDTFFQIV
IYLGETIAQWRKAGYQDMPEYENFK
HLLQAPLDDAQEILQARFPMPRYINT
EHGGSQARFLLSKVNPSQTHNNLYA
WGQETGAPILTDDVSLQVFMDHLKK
LAVSSAC




