
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q15477 SKI2_HUMAN Homo
sapiens

SKI2
subunit	of
superkiller
complex
protein

20.849336 NaN S245;S256 23301498;28510447 MMETERLVLPPPDPLDLPLRAVELG
CTGHWELLNLPGAPESSLPHGLPPC
APDLQQEAEQLFLSSPAWLPLHGVE
HSARKWQRKTDPWSLLAVLGAPVPS
DLQAQRHPTTGQILGYKEVLLENTN
LSATTSLSLRRPPGPASQSLWGNPT
QYPFWPGGMDEPTITDLNTREEAEE
EIDFEKDLLTIPPGFKKGMDFAPKDC
PTPAPGLLSLSCMLEPLDLGGGDED
ENEAVGQPGGPRGDTVSASPCSAPL
ARASSLEDLVLKEASTAVSTPEAPEP
PSQEQWAIPVDATSPVGDFYRLIPQP
AFQWAFEPDVFQKQAILHLERHDSV
FVAAHTSAGKTVVAEYAIALAQKHM
TRTIYTSPIKALSNQKFRDFRNTFGD
VGLLTGDVQLHPEASCLIMTTEILRS
MLYSGSDVIRDLEWVIFDEVHYIND
VERGVVWEEVLIMLPDHVSIILLSAT
VPNALEFADWIGRLKRRQIYVISTVT
RPVPLEHYLFTGNSSKTQGELFLLLD
SRGAFHTKGYYAAVEAKKERMSKHA
QTFGAKQPTHQGGPAQDRGVYLSLL
ASLRTRAQLPVVVFTFSRGRCDEQA
SGLTSLDLTTSSEKSEIHLFLQRCLA
RLRGSDRQLPQVLHMSELLNRGLG
VHHSGILPILKEIVEMLFSRGLVKVL
FATETFAMGVNMPARTVVFDSMRK
HDGSTFRDLLPGEYVQMAGRAGRR
GLDPTGTVILLCKGRVPEMADLHRM
MMGKPSQLQSQFRLTYTMILNLLRV
DALRVEDMMKRSFSEFPSRKDSKA
HEQALAELTKRLGALEEPDMTGQLV
DLPEYYSWGEELTETQHMIQRRIME
SVNGLKSLSAGRVVVVKNQEHHNA
LGVILQVSSNSTSRVFTTLVLCDKPL
SQDPQDRGPATAEVPYPDDLVGFKL
FLPEGPCDHTVVKLQPGDMAAITTK
VLRVNGEKILEDFSKRQQPKFKKDP
PLAAVTTAVQELLRLAQAHPAGPPTL
DPVNDLQLKDMSVVEGGLRARKLE
ELIQGAQCVHSPRFPAQYLKLRERM
QIQKEMERLRFLLSDQSLLLLPEYH
QRVEVLRTLGYVDEAGTVKLAGRVA
CAMSSHELLLTELMFDNALSTLRPE
EIAALLSGLVCQSPGDAGDQLPNTLK
QGIERVRAVAKRIGEVQVACGLNQT
VEEFVGELNFGLVEVVYEWARGMP
FSELAGLSGTPEGLVVRCIQRLAEM
CRSLRGAARLVGEPVLGAKMETAAT
LLRRDIVFAASLYTQ

True False 4.575 4.205 1.662 1.547 0.901 1.226 1.531


