}Jl;l iprotKB Entry name organism [full name |oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc!oplasmlc golgi plasma
sites sites reticulum |apparatus membrane
Q15555 MARE2_HUMAN Homo Microtubule-|30.922767 S216 S9;T167;S219;S236|40596516;40914422;28411811;285 MPGPTQTLSPNGENNNDIIQDNNG |False False 3.605 (3.47 1.524 1.186 1.071 1.66
sapiens |associated 10447;29351928 TIIPFRKHTVRGERSYSWGMAVNVY

protein STSITQETMSRHDIIAWVNDIVSLNY

RP/EB TKVEQLCSGAAYCQFMDMLFPGCIS

family LKKVKFQAKLEHEYIHNFKLLQASF

member 2

KRMNVDKVIPVEKLVKGRFQDNLDF
IQWFKKFYDANYDGKEYDPVEARQG
QDAIPPPDPGEQIFNLPKKSHHANS
PTAGAAKSSPAAKPGSTPSRPSSAKR
IASSSGSASKSDKDLETQVIQLNEQV
HSLKLALEGVEKERDFYFGKLREIEL
LCQEHGQENDDLVQRLMDILYASEE
HEGHTEEPEAEEQAHEQQPPQQEE
Y




