
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac

sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q15596 NCOA2_HUMAN Homo
sapiens

Nuclear
receptor
coactivator
2

19.021497 S2;T964 S29;S487;S493;S499;S554;S565;S6
82;S699;S736;S771

26960196;39531497;30379171;321
19511;23301498;28657654;332145
51;38665916;34019948;29237092;3
0059200;35138101

MSGMGENTSDPSRAETRKRKECPD
QLGPSPKRNTEKRNREQENKYIEEL
AELIFANFNDIDNFNFKPDKCAILKE
TVKQIRQIKEQEKAAAANIDEVQKSD
VSSTGQGVIDKDALGPMMLEALDGF
FFVVNLEGNVVFVSENVTQYLRYNQ
EELMNKSVYSILHVGDHTEFVKNLL
PKSIVNGGSWSGEPPRRNSHTFNCR
MLVKPLPDSEEEGHDNQEAHQKYE
TMQCFAVSQPKSIKEEGEDLQSCLIC
VARRVPMKERPVLPSSESFTTRQDL
QGKITSLDTSTMRAAMKPGWEDLV
RRCIQKFHAQHEGESVSYAKRHHH
EVLRQGLAFSQIYRFSLSDGTLVAAQ
TKSKLIRSQTTNEPQLVISLHMLHRE
QNVCVMNPDLTGQTMGKPLNPISS
NSPAHQALCSGNPGQDMTLSSNIN
FPINGPKEQMGMPMGRFGGSGGM
NHVSGMQATTPQGSNYALKMNSPS
QSSPGMNPGQPTSMLSPRHRMSPG
VAGSPRIPPSQFSPAGSLHSPVGVCS
STGNSHSYTNSSLNALQALSEGHGV
SLGSSLASPDLKMGNLQNSPVNMN
PPPLSKMGSLDSKDCFGLYGEPSEG
TTGQAESSCHPGEQKETNDPNLPPA
VSSERADGQSRLHDSKGQTKLLQLL
TTKSDQMEPSPLASSLSDTNKDSTG
SLPGSGSTHGTSLKEKHKILHRLLQ
DSSSPVDLAKLTAEATGKDLSQESSS
TAPGSEVTIKQEPVSPKKKENALLRY
LLDKDDTKDIGLPEITPKLERLDSKT
DPASNTKLIAMKTEKEEMSFEPGDQ
PGSELDNLEEILDDLQNSQLPQLFP
DTRPGAPAGSVDKQAIINDLMQLTA
ENSPVTPVGAQKTALRISQSTFNNP
RPGQLGRLLPNQNLPLDITLQSPTGA
GPFPPIRNSSPYSVIPQPGMMGNQG
MIGNQGNLGNSSTGMIGNSASRPT
MPSGEWAPQSSAVRVTCAATTSAM
NRPVQGGMIRNPAASIPMRPSSQPG
QRQTLQSQVMNIGPSELEMNMGGP
QYSQQQAPPNQTAPWPESILPIDQAS
FASQNRQPFGSSPDDLLCPHPAAES
PSDEGALLDQLYLALRNFDGLEEIDR
ALGIPELVSQSQAVDPEQFSSQDSNI
MLEQKAPVFPQQYASQAQMAQGSY
SPMQDPNFHTMGQRPSYATLRMQP
RPGLRPTGLVQNQPNQLRLQLQHRL
QAQQNRQPLMNQISNVSNVNLTLR
PGVPTQAPINAQMLAQRQREILNQH
LRQRQMHQQQQVQQRTLMMRGQG
LNMTPSMVAPSGMPATMSNPRIPQ
ANAQQFPFPPNYGISQQPDPGFTGA
TTPQSPLMSPRMAHTQSPMMQQSQ
ANPAYQAPSDINGWAQGNMGGNS
MFSQQSPPHFGQQANTSMYSNNM
NINVSMATNTGGMSSMNQMTGQIS
MTSVTSVPTSGLSSMGPEQVNDPAL
RGGNLFPNQLPGMDMIKQEGDTTR
KYC

True False 2.73 4.745 1.819 1.404 1.111


