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Q15735 PI5PA_HUMAN Homo
sapiens

Phosphatidylinositol
4,5-bisphosphate	5-
phosphatase	A

25.946761 T154;S163 S291;S324;S903;S990 28657654;37217939 MEGQSSRGSRRPGTRAGLGSLPMP
QGVAQTGAPSKVDSSFQLPAKKNAA
LGPSEPRLALAPVGPRAAMSASSEG
PRLALASPRPILAPLCTPEGQKTATA
HRSSSLAPTSVGQLVMSASAGPKPP
PATTGSVLAPTSLGLVMPASAGPRSP
PVTLGPNLAPTSRDQKQEPPASVGP
KPTLAASGLSLALASEEQPPELPSTP
SPVPSPVLSPTQEQALAPASTASGAA
SVGQTSARKRDAPAPRPLPASEGHL
QPPAQTSGPTGSPPCIQTSPDPRLSP
SFRARPEALHSSPEDPVLPRPPQTLP
LDVGQGPSEPGTHSPGLLSPTFRPG
APSGQTVPPPLPKPPRSPSRSPSHSP
NRSPCVPPAPDMALPRLGTQSTGPG
RCLSPNLQAQEAPAPVTTSSSTSTLS
SSPWSAQPTWKSDPGFRITVVTWNV
GTAMPPDDVTSLLHLGGGDDSDGA
DMIAIGLQEVNSMLNKRLKDALFTD
QWSELFMDALGPFNFVLVSSVRMQ
GVILLLFAKYYHLPFLRDVQTDCTRT
GLGGYWGNKGGVSVRLAAFGHMLC
FLNCHLPAHMDKAEQRKDNFQTILS
LQQFQGPGAQGILDHDLVFWFGDL
NFRIESYDLHFVKFAIDSDQLHQLW
EKDQLNMAKNTWPILKGFQEGPLN
FAPTFKFDVGTNKYDTSAKKRKPAW
TDRILWKVKAPGGGPSPSGRKSHRL
QVTQHSYRSHMEYTVSDHKPVAAQ
FLLQFAFRDDMPLVRLEVADEWVRP
EQAVVRYRMETVFARSSWDWIGLYR
VGFRHCKDYVAYVWAKHEDVDGNT
YQVTFSEESLPKGHGDFILGYYSHN
HSILIGITEPFQISLPSSELASSSTDSS
GTSSEGEDDSTLELLAPKSRSPSPGK
SKRHRSRSPGLARFPGLALRPSSRE
RRGASRSPSPQSRRLSRVAPDRSSN
GSSRGSSEEGPSGLPGPWAFPPAVP
RSLGLLPALRLETVDPGGGGSWGPD
REALAPNSLSPSPQGHRGLEEGGLG
P

True False 4.759 3.276 1.653 1.14 0.947 3.578 0.999


