UniprotkB Entry name |organism (full name oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma em:a
ID sites sites reticulum |apparatus membrane regic
Q15735 PISPA_HUMAN [Homo Phosphatidylinositol |25.946761 T154;S163|S291;5324;5903;S990 [28657654;37217939 MEGQSSRGSRRPGTRAGLGSLPMP (True False 4.759 [3.276  [1.653 1.14 0.947 3.578 0.99¢

sapiens

4,5-bisphosphate 5-
phosphatase A

QGVAQTGAPSKVDSSFQLPAKKNAA
LGPSEPRLALAPVGPRAAMSASSEG
PRLALASPRPILAPLCTPEGQKTATA
HRSSSLAPTSVGQLVMSASAGPKPP
PATTGSVLAPTSLGLVMPASAGPRSP
PVTLGPNLAPTSRDQKQEPPASVGP
KPTLAASGLSLALASEEQPPELPSTP
SPVPSPVLSPTQEQALAPASTASGAA
SVGQTSARKRDAPAPRPLPASEGHL
QPPAQTSGPTGSPPCIQTSPDPRLSP
SFRARPEALHSSPEDPVLPRPPQTLP
LDVGQGPSEPGTHSPGLLSPTFRPG
IAPSGQTVPPPLPKPPRSPSRSPSHSP
NRSPCVPPAPDMALPRLGTQSTGPG
RCLSPNLQAQEAPAPVTTSSSTSTLS
SSPWSAQPTWKSDPGFRITVVTWNV
GTAMPPDDVTSLLHLGGGDDSDGA
DMIAIGLQEVNSMLNKRLKDALFTD
QWSELFMDALGPFNFVLVSSVRMQ
GVILLLFAKYYHLPFLRDVQTDCTRT
GLGGYWGNKGGVSVRLAAFGHMLC
FLNCHLPAHMDKAEQRKDNFQTILS
LQQFQGPGAQGILDHDLVFWFGDL
NFRIESYDLHFVKFAIDSDQLHQLW
EKDQLNMAKNTWPILKGFQEGPLN
FAPTFKFDVGTNKYDTSAKKRKPAW
TDRILWKVKAPGGGPSPSGRKSHRL
QVTQHSYRSHMEYTVSDHKPVAAQ
FLLQFAFRDDMPLVRLEVADEWVRP
EQAVVRYRMETVFARSSWDWIGLYR
IVGFRHCKDYVAYVWAKHEDVDGNT
YQVTFSEESLPKGHGDFILGYYSHN
HSILIGITEPFQISLPSSELASSSTDSS
GTSSEGEDDSTLELLAPKSRSPSPGK
SKRHRSRSPGLARFPGLALRPSSRE
RRGASRSPSPQSRRLSRVAPDRSSN
GSSRGSSEEGPSGLPGPWAFPPAVP
RSLGLLPALRLETVDPGGGGSWGPD
REALAPNSLSPSPQGHRGLEEGGLG
P




