
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

Q15758 AAAT_HUMAN Homo
sapiens

Neutral
amino	acid
transporter
B(0)

11.612607 T122
(Q15758-
3)

S493;T494;S503;S535;S539 23301498;37217939;33214551;363
81090;41018975;40596516;386659
16;34725712;32119511;40914422;3
5083852;34019948

MVADPPRDSKGLAAAEPTANGGLAL
ASIEDQGAAAGGYCGSRDQVRRCLR
ANLLVLLTVVAVVAGVALGLGVSGA
GGALALGPERLSAFVFPGELLLRLLR
MIILPLVVCSLIGGAASLDPGALGRL
GAWALLFFLVTTLLASALGVGLALAL
QPGAASAAINASVGAAGSAENAPSK
EVLDSFLDLARNIFPSNLVSAAFRSY
STTYEERNITGTRVKVPVGQEVEGM
NILGLVVFAIVFGVALRKLGPEGELLI
RFFNSFNEATMVLVSWIMWYAPVGI
MFLVAGKIVEMEDVGLLFARLGKYIL
CCLLGHAIHGLLVLPLIYFLFTRKNP
YRFLWGIVTPLATAFGTSSSSATLPL
MMKCVEENNGVAKHISRFILPIGAT
VNMDGAALFQCVAAVFIAQLSQQSL
DFVKIITILVTATASSVGAAGIPAGGV
LTLAIILEAVNLPVDHISLILAVDWLV
DRSCTVLNVEGDALGAGLLQNYVDR
TESRSTEPELIQVKSELPLDPLPVPTE
EGNPLLKHYRGPAGDATVASEKESV
M

False True 2.41 2.585 2.757 2.072 3.084 4.898


