UniprotkB Entry name |organism |full name joglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular [cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
1D sites sites reticulum apparatus membrane region
Q15814 TBCC_HUMAN [Homo Tubulin- (19.176706 S191 S80;S168 39531497;38665916 MESVSCSAAAVRTGDMESQRDLSLV [True False 4.633 [2.925 |False False 0.626 0.691 False
sapiens specific PERLQRREQERQLEVERRKQKRQN
chaperone QEVEKENSHFFVATFVRERAAVEEL

LERAESVERLEEAASRLQGLQKLIND
SVFFLAAYDLRQGQEALARLQAALA
ERRRGLQPKKRFAFKTRGKDAASST
KVDAAPGIPPAVESIQDSPLPKKAEG
DLGPSWVCGFSNLESQVLEKRASEL
HQRDVLLTELSNCTVRLYGNPNTLR
LTKAHSCKLLCGPVSTSVFLEDCSD
CVLAVACQQLRIHSTKDTRIFLQVTS
RAIVEDCSGIQFAPYTWSYPEIDKDF
ESSGLDRSKNNWNDVDDFNWLAR
DMASPNWSILPEEERNIQWD




