endoplasmic (golgi plasma extra

UniprotKB Entry name organism |full name oglcnacscore o.glcnac phosphorylation sites PMIDS |[sequence intracellular |extracellular |cytosol nucleus mitochndrion . .
ID sites reticulum apparatus membrane [regio
Q15831 STK11_HUMAN Homo Serine/threonine- |26.892947 NaN S31;T189;S325;T336;T363;S401;S4 (22564745 MEVVDPQQLGMFTEGELMSVGMD (True True 4.772 5.0 5.0 2.531 1.93 2.7 4.538
sapiens [protein kinase 28;S399 TFIHRIDSTEVIYQPRRKRAKLIGKYL
STK11 MGDLLGEGSYGKVKEVLDSETLCRR

AVKILKKKKLRRIPNGEANVKKEIQL
LRRLRHKNVIQLVDVLYNEEKQKMY
MVMEYCVCGMQEMLDSVPEKRFPV
CQAHGYFCQLIDGLEYLHSQGIVHK
DIKPGNLLLTTGGTLKISDLGVAEAL
HPFAADDTCRTSQGSPAFQPPEIAN
GLDTFSGFKVDIWSAGVTLYNITTGL
YPFEGDNIYKLFENIGKGSYAIPGDC
GPPLSDLLKGMLEYEPAKRFSIRQIR
QHSWFRKKHPPAEAPVPIPPSPDTK
DRWRSMTVVPYLEDLHGADEDEDL
FDIEDDIIYTQDFTVPGQVPEEEASH
NGQRRGLPKAVCMNGTEAAQLSTK
SRAEGRAPNPARKACSASSKIRRLSA
CKQQ




