UniprotKB Entry name |organism full name [oglcnacscore o.glcnac ., ylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma eth:E
ID sites sites reticulum |apparatus membrane [regic
Q15853 USF2_HUMAN Homo Upstream [24.64143 'T85;T95;S103|NaN 40596516;34019948;29351928 MDMLDPGLDPAASATAAAAASHDK (True False 1.594 |5.0 False False False False False
sapiens |stimulatory GPEAEEGVELQEGGDGPGAEEQTAV
factor 2 AITSVQQAAFGDHNIQYQFRTETNG

GQVTYRVVQVTDGQLDGQGDTAGA
'VSVVSTAAFAGGQQAVTQVGVDGAA
QRPGPAAASVPPGPAAPFPLAVIQNP
FSNGGSPAAEAVSGEARFAYFPASS
'VGDTTAVSVQTTDQSLQAGGQFYVM
MTPQDVLQTGTQRTIAPRTHPYSPKI
DGTRTPRDERRRAQHNEVERRRRD
KINNWIVQLSKIIPDCNADNSKTGAS
KGGILSKACDYIRELRQTNQRMQET
FKEAERLQMDNELLRQQIEELKNE
NALLRAQLQQHNLEMVGEGTRQ




