UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular|cytosol [nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum |apparatus membrane region
Q15906 'VPS72 HUMAN |[Homo 'Vacuolar [19.129548 NaN S127;S129 34019948 MSLAGGRAPRKTAGNRLSGLLEAEE [True False 2.093 [4.718 [1.672 1.27 1.443 1.692 1.332
sapiens protein EDEFYQTTYGGFTEESGDDEYQGDQ

sorting- SDTEDEVDSDFDIDEGDEPSSDGEA

associated EEPRRKRRVVTKAYKEPLKSLRPRKV

protein 72 NTPAGSSQKAREEKALLPLELQDDG

homolog SDSRKSMRQSTAEHTRQTFLRVQER

QGQSRRRKGPHCERPLTQEELLREA
KITEELNLRSLETYERLEADKKKQVH
KKRKCPGPIITYHSVIVPLVGEPGPK
EENVDIEGLDPAPSVSALTPHAGTGP
VNPPARCSRTFITFSDDATFEEWFP
QGRPPKVPVREVCPVTHRPALYRDP
'VIDIPYATARAFKIIREAYKKYITAHG
LPPTASALGPGPPPPEPLPGSGPRAL
RQKIVIK




