}Jl;l iprotKB Entry name  |organism full oglcnacscore oglcnac  |phosphorylation |, yyyg sequence intracellular |extracellular cytosol [nucleus [mitochndrion endoplasmic golgi plasma lext
name sites sites reticulum  |apparatus membrane [reg
Q16236 NF2L2 HUMAN Homo Nuclear (39.910887 S103;T334(S40;S215 39358921;39901237;38097051;287 [MMDLELPPPGLPSQQDMDLIDILWR |True False 4.315 (5.0 False False 4.0 4.302 Fals
sapiens [factor (Q16236- 39801 QDIDLGVSREVFDFSQRRKEYELEK
erythroid 2) QKKLEKERQEQLQKEQEKAFFAQLQ
2-related LDEETGEFLPIQPAQHIQSETSGSAN
factor 2 YSQVAHIPKSDALYFDDCMQLLAQT

FPFVDDNEVSSATFQSLVPDIPGHIE
SPVFIATNQAQSPETSVAQVAPVDLD
GMQQDIEQVWEELLSIPELQCLNIE
NDKLVETTMVPSPEAKLTEVDNYHF
YSSIPSMEKEVGNCSPHFLNAFEDS
FSSILSTEDPNQLTVNSLNSDATVNT
DFGDEFYSAFIAEPSISNSMPSPATL
SHSLSELLNGPIDVSDLSLCKAFNQ
NHPESTAEFNDSDSGISLNTSPSVAS
PEHSVESSSYGDTLLGLSDSEVEELD
SAPGSVKQNGPKTPVHSSGDMVQPL
SPSQGQSTHVHDAQCENTPEKELPV
SPGHRKTPFTKDKHSSRLEAHLTRD
ELRAKALHIPFPVEKIINLPVVDFNE
MMSKEQFNEAQLALIRDIRRRGKNK
'VAAQNCRKRKLENIVELEQDLDHLK
DEKEKLLKEKGENDKSLHLLKKQLS
TLYLEVFSMLRDEDGKPYSPSEYSLQ
QTRDGNVFLVPKSKKPDVKKN




