}Il;l iprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular (cytosol [nucleus mitochndrion en(!op lasmic golgi plasma extl:acellular
sites sites reticulum |apparatus membrane [region
Q16445 GBRA6_HUMAN [Homo Gamma- 19.994096 NaN T403 37217939 MASSLPWLCIILWLENALGKLEVEG |None None None |None None None None None None
sapiens aminobutyric NFYSENVSRILDNLLEGYDNRLRPG

acid FGGAVTEVKTDIYVTSFGPVSDVEM

receptor EYTMDVFFRQTWTDERLKFGGPTEI

subunit LSLNNLMVSKIWTPDTFFRNGKKSI

alpha-6 AHNMTTPNKLFRIMQNGTILYTMRL

TINADCPMRLVNFPMDGHACPLKF
GSYAYPKSEIIYTWKKGPLYSVEVPE
ESSSLLQYDLIGQTVSSETIKSNTGE
YVIMTVYFHLQRKMGYFMIQIYTPCI
MTVILSQVSFWINKESVPARTVFGIT
TVLTMTTLSISARHSLPKVSYATAMD
'WFIAVCFAFVFSALIEFAAVNYFTNL
QTQKAKRKAQFAAPPTVTISKATEPL
EAEIVLHPDSKYHLKKRITSLSLPIVS
SSEANKVLTRAPILQSTPVTPPPLSPA
FGGTSKIDQYSRILFPVAFAGFNLVY
'WVVYLSKDTMEVSSSVE




