endoplasmic [golgi plasma extracellular

UniprotKB Entry name organism full oglcnacscore °9 lcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion . .
1D name sites sites reticulum apparatus membrane [region
Q16600 ZN239 HUMAN [Homo Zinc  [28.275761 NaN S191 39894887 [MASTITGSQDCIVNHRGEVDGEPEL [True False 1.594 [4.585 0.651 False False False False
sapiens [finger DISPCQQWGEASSPISRNRDSVMTL
protein QSGCFENIESETYLPLKVSSQIDTQD
239 SSVKFCKNEPQDHQESRRLFVMEE

STERKVIKGESCSENLQVKLVSDGQ
ELASPLLNGEATCQNGQLKESLDPI
DCNCKDIHGWKSQVVSCSQQRAHT
EEKPCDHNNCGKILNTSPDGHPYEK
IHTAEKQYECSQCGKNFSQSSELLL
HQRDHTEEKPYKCEQCGKGFTRSSS
LLIHQAVHTDEKPYKCDKCGKGFTR
SSSLLIHHAVHTGEKPYKCDKCGKG
FSQSSKLHIHQRVHTGEKPYECEEC
GMSFSQRSNLHIHQRVHTGERPYK
CGECGKGFSQSSNLHIHRCIHTGEK
PYQCYECGKGFSQSSDLRIHLRVHT
GEKPYHCGKCGKGFSQSSKLLIHQR
VHTGEKPYECSKCGKGFSQSSNLHI
HQRVHKKDPR




