UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular |cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extlfacellular
ID name sites sites reticulum apparatus membrane region
Q16790 CAH9_HUMAN [Homo Carbonic |21.366884 NaN T449 28510447 MAPLCPSPWLPLLIPAPAPGLTVQLL [True True 3.446 |4.131 [2.888 2.527 1.385 5.0 2.994
sapiens anhydrase LSLLLLVPVHPQRLPRMQEDSPLGG
9 GSSGEDDPLGEEDLPSEEDSPREED

PPGEEDLPGEEDLPGEEDLPEVKPK
SEEEGSLKLEDLPTVEAPGDPQEPQ
NNAHRDKEGDDQSHWRYGGDPPW
PRVSPACAGRFQSPVDIRPQLAAFCP
IALRPLELLGFQLPPLPELRLRNNGH
SVQLTLPPGLEMALGPGREYRALQL
HLHWGAAGRPGSEHTVEGHRFPAEI
HVVHLSTAFARVDEALGRPGGLAVL
IAAFLEEGPEENSAYEQLLSRLEEIAE
EGSETQVPGLDISALLPSDFSRYFQY
EGSLTTPPCAQGVIWTVENQTVMLS
IAKQLHTLSDTLWGPGDSRLQLNFRA
TQPLNGRVIEASFPAGVDSSPRAAEP
IVQLNSCLAAGDILALVFGLLFAVTSV
IAFLVQMRRQHRRGTKGGVSYRPAE
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